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PEPTIDES THAT BLOCK TRANSMISSION
OF ORTHOTOSPOVIRUSES AND METHODS
OF USING THE SAME

CROSS-REFERENCE TO RELATED
APPLICATIONS

This application. claims priority to U.S. Provisional
Application No. 62/866,855, filed Jun. 26, 2019, which is
incorporated herein by its entirety for all purposes.

STATEMENT REGARDING FEDERALLY
FUNDED RESEARCH OR DEVELOPMENT

This invention was made with government support under
Grant No. EPS-1003970 awarded by the US National Sci-
ence Foundation. The government has certain rights in the
invention.

REFERENCE TO A SEQUENCE LISTING
SUBMITTED VIA EFS-WEB

The content of the ASCII text file of the sequence listing
named 2020-10-27_169946_00561_ST25.txt” which is
3.36 kb in size and was created on Oct. 27, 2020 is
electronically submitted via EFS-Web herewith. The
sequence listing is incorporated herein by reference in its
entirety.

INTRODUCTION

Orthotospoviruses are plant viruses that have significant
economic impact in global agriculture and are solely trans-
mitted by Thrips in nature. Thrips (order Thysanoptera) are
the only known vectors of orthotospoviruses, (Pappu et al.,
2009; Oliver and Whitfield, 2016). There are more than 5500
thrips species described to date and 17, belonging to the
genera Frankliniella, Thrips, Ceratothripoides, Scirtothrips,
Dictyothrips, Neohydatothrips and Taeniothrips, are con-
firmed orthotospovirus vectors (Riley et al., 2011; Montero-
Astla, 2012; Xu et al., 2017; Zhou and Tzanetakis, 2019).
The interactions between tomato spotted wilt virus
(TSWV)—the type member of the genus and its primary
vector—Frankliniella occidentalis have been extensively
studied and the results have shed light on important attri-
butes of thrips-orthotospovirus interactions (Rotenberg et
al., 2015; Whitfield et al., 2015).

Virions are acquired by thrips through piercing and suck-
ing on epidermal and mesophyll cells of infected leaflets and
subsequently travel from stylet through the foregut before
reaching the midgut where virus replication occurs (Mon-
tero-Astla, 2012; Badillo-Vargas, 2014). New transmission
event occurs when thrips eject viruses into another host
during feeding (Whitfield et al., 2005; Montero-Astua, 2012;
Badillo-Vargas, 2014).

SUMMARY

The present work is directed to a series of polypeptides
that satisfies the need of providing antiviral compounds that
block transmission of the virus from the larvae to the plant.
The presented polypeptides comprise single, double and
triple amino acid mutations at the RGD,, 5, site and N,,,
site of glycoprotein N. The effects on viral transmission by
these polypeptides are demonstrated.

The work presented here includes a series of synthesized
peptides derived from glycoprotein N of SVNV that block
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the transmission of the virus through soybean thrips to
plants. These peptides could be incorporated into either
soybean plants to generate SVNV-resistant/tolerant acces-
sions or into chemicals targeting soybean thrips to minimize
the spread of SVNV through the vector.

In one aspect, polypeptides designed around the
RGD,q_5; domain and Asn,,, of glycoprotein N of SVNV
are shown to inhibit viral transmission. These peptides
include SEQ ID NO: 1-6, and polypeptides having at least
80, 85, 90, 95, 98, and 99% identity to these polypeptides.
Compositions comprising combinations of these peptides
are also provided herein.

In another aspect, the polynucleotides encoding the poly-
peptides provided herein are provided. These polynucle-
otides may be used in constructs, such as expression con-
structs. The constructs may include a promoter operably
connected to the polynucleotides to allow for the expression
of the polynucleotides and production of the polypeptides
provided herein in a cell, larvae, or plant.

In another aspect, transgenic or otherwise genetically
modified plants comprising the constructs or the polynucle-
otides encoding the polypeptides are provided. The trans-
genic cells may be plant cells and may be part of a transgenic
plant. Seeds, parts, progeny and asexual propagates of the
transgenic plants are also provided. In another aspect, a
non-transgenic plant comprising the polypeptides, the con-
structs or the polynucleotides encoding the polypeptides are
provided.

In yet another aspect, methods for inhibiting viral trans-
mission comprising contacting larvae with the polypeptides
of SEQ ID NOs: 1-6, polynucleotides encoding the poly-
peptides of SEQ ID NOs:1-6 or by the constructs comprising
polynucleotides encoding the polypeptides operably con-
nected to a promoter or by contacting larvae with the
transgenic or non-transgenic plants mentioned above are
provided.

In another aspect, methods of inhibiting viral transmission
by administering the polypeptides of SEQ ID NOs: 1-6 to a
plant are provided.

In another aspect, methods of inhibiting viral transmission
by administering the polypeptides of SEQ ID NO: 1-6,
polynucleotides encoding the polypeptides of SEQ ID NOs:
1-6 or the constructs, or plants mentioned above to larvae are
provided.

These and other features, objects, and advantages of the
present invention will become better understood from the
description that follows. In the description, reference is
made to the accompanying drawings, which form a part
hereof and in which there is shown by way of illustration,
not limitation, embodiments of the invention. The descrip-
tion of preferred embodiments is not intended to limit the
invention to cover all modifications, equivalents and alter-
natives. Reference should therefore be made to the claims
recited herein for interpreting the scope of the invention.

These and other features, aspects, and advantages of the
present invention will become better understood with regard
to the following description, appended claims, and accom-
panying drawings.

BRIEF DESCRIPTION OF THE DRAWINGS

The patent or application file contains at least one drawing
executed in color. Copies of this patent or patent application
publication with color drawing(s) will be provided by the
Office upon request and payment of the necessary fee.
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FIG. 1 shows (a) a Soybean vein necrosis virus (SVNV)
genome diagram and (b) a schematic representation of the
RGD motif, N-glycosylation sites and transmembrane
domains on glycoprotein N.

FIG. 2 demonstrates the successful peptide delivery to
larvae. First instar larvae that has successfully acquired (first
row) or failed to acquire (second row) peptide solution. A
homogeneous blue color observed through the abdomen of
the larvae after feeding with peptide solution was used as an
indicator of successful peptide delivery and only blue larvae
were harvested and used for downstream experiments.

FIG. 3 shows (a) a comparison of mean feeding rates
between thrips fed with buffer, buffer/SVNV and SVNV
alone, respectively (P>0.05), and (b) a comparison of mean
infection rates between thrips fed with buffer, buffer/SVNV
and SVNV alone, respectively (P<0.0001).

FIG. 4 shows SVNV infection rate of different treatments
with different polypeptides.

FIG. 5 shows thrips feeding rate of different treatments
with different polypeptides.

FIG. 6 shows a dot-blot immunoassay and RT-PCR detec-
tion of SVNV. (A) is a dot-blot assay. Lane 1: SVNV-
positive and; lane 2: SVNV-negative. (B) RT-PCR detection
of SVNV. L: DNA ladder; Lanes 1, 4, and 7: SVNV-positive
samples with amplicon size of 348 bp; Lanes 2, 3, 5, 6, and
8: SVNV-negative samples.

FIG. 7 demonstrates the typical SVNV symptoms of a
leaf. (A) demonstrates vein chlorosis and (B) vein clearing.

FIG. 8 shows the analysis of molecular masses and amino
acid sequences of peptides RGD and AAA. (A) analysis of
molecular masses using MALDI-TOF-MS; (B) analysis of
sequences using LC-ESI-MS/MS for RGD; (C) analysis of
sequences using LC-ESI-MS/MS for AAA.

DETAILED DESCRIPTION

Studies performed by Whitfield et al. (2004) proved that
a recombinant, soluble form of TSWV glycoprotein N (G,)
binds to larval thrips guts and decreases virus acquisition,
providing evidence that G,, protein is crucial in mediating
the attachment of virion to receptors displayed on the
epithelial cells of the thrips midgut. G, along with the G,
glycoprotein play essential roles in virus entry into host cells
(Whitfield et al., 2005; Ullman et al.,, 2015). Sequence
analysis of the soybean vein necrosis virus (SVNV) G,
protein revealed the presence of an RGD,, 5, motif, the
characteristic of cell adhesion molecules.

The Gy, protein is a good candidate for antiviral com-
pounds given that its soluble form generated by Whitfield et
al. (2004) bound to thrips guts and inhibited TSWV trans-
mission (Whitfield et al., 2008). Apart from utilizing recom-
binant proteins, synthetic peptide targeting key sequences or
motifs of viral proteins is a promising strategy used to
reduce virus transmission as demonstrated in both plant and
animal virus interactions (Wild et al., 1992; Santos et al.,
2002; Firbas et al., 2006; Liu et al., 2010; Borrego et al.,
2013; Muhamad et al., 2015; Yang et al., 2017).

The RGD motif is present in SVNV and several other
orthotospoviruses belonging to the American clade of the
genus (Chen et al., 2013). Its function in virus attachment/
entry to thrips midgut cells and the potential effect of this
interaction on transmission of orthotospoviruses, however,
is not understood.

The inventors have surprisingly found that peptides
derived from the glycoprotein N of SVNV can inhibit the
transmission of the SVNV virus from the thrips to soybean
plants. The peptides having mutations within the RGD
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domain were some of the peptides with the highest percent
inhibition of viral transmission which was very unexpected.
Several of the peptides were more effective when used in
combination. Thus provided herein are polypeptides capable
of inhibiting viral transmission from the larvae to the plants
when used alone or in combination in a composition com-
prising combinations of peptides. Constructs including poly-
nucleotides encoding modified polypeptides of the RGD
domain or including the N-glycosylation site of the soybean
vein necrosis virus (SVNV) G,, protein are provided herein
as SEQ ID NOs: 1-6. These peptides were demonstrated to
inhibit viral transmission from the larvae to the plants. In
addition, methods of inhibiting viral transmission to plants
by contacting larvae with the polypeptides of SEQ ID NOs:
1-6, or by contacting larvae with polynucleotides or by
contacting larvae with constructs containing polynucleotides
encoding these polypeptides are provided herein. Methods
of inhibiting viral transmission by administering the poly-
peptides of SEQ ID NOs: 1-6 to a plant are also provided as
well as methods of inhibiting viral transmission by admin-
istering the polypeptides of SEQ ID NOs: 1-6 or polynucle-
otides encoding the peptides or constructs or transgenic
plants including the peptides or polynucleotides to thrips
larvae are provided herein. Transgenic plants or transgenic
plant cells that inhibit viral transmission and which carry a
transgene encoding a non-native or exogenous derived poly-
nucleotide encoding at least one of the polypeptides of SEQ
ID NOs: 1-6 are provided herein. Non-transgenic, non-
naturally occurring plants carrying the polypeptides or bred
or otherwise engineered to express the polypeptides or the
polynucleotides encoding the polypeptides are also dis-
closed. Methods of inhibiting viral transmission by admin-
istering transgenic plants or non-transgenic plants to larvae
are also provided herein.

Orthotospoviruses are plant viruses that have significant
economic impact in global agriculture and are solely trans-
mitted by thrips in nature. Peptides that inhibit the trans-
mission of orthotospoviruses from thrips into plants are
presented herein. These peptides may be delivered to the
thrips via many ways that may be apparent to those skilled
in the art including via feeding on a plant expressing the
polypeptide or drinking water spiked with the peptides.

Thrips (order Thysanoptera) are the only known vectors
of orthotospoviruses, viruses that cause significant economic
losses globally (Pappu et al., 2009; Oliver and Whitfield,
2016). There are more than 5500 thrips species described to
date and 17, belonging to the genera Frankliniella, Thrips,
Ceratothripoides, Scirtothrips, Dictyothrips, Neohydato-
thrips and Taeniothrips, are confirmed orthotospovirus vec-
tors (Riley et al., 2011; Montero-Astia, 2012; Xu et al.,
2017; Zhou and Tzanetakis, 2019). Thrips develop resis-
tance to insecticides easily and there is constant research for
additional methods to control them. Due to their small sizes
and high rates of reproduction, thrips are difficult to control
using classical biological control means. Suitable predators
must be small and slender enough to penetrate the crevices
where thrips hide while feeding, and they must also prey
extensively on eggs and larvae to be effective.

As used herein, thrips (order Thysanoptera) are the only
known vectors of orthotospoviruses. Examples of these
vectors include, but are not limited to, Ceratothripoides
claratris, T. palmi, F. schultzei, F. occidentalis, F. schultzei,
F. occidentalis, F intonsa, F. gemina, F intonsa, 1. tabaci,
1. palmi, Scirtothrips dorsalis, F fusca, F. bispinosa, T.
setosus, F. zucchini, Microcephalothrips abdominalis, and



US 11,597,945 B2

5

thrips belonging to the genera Frankliniella, Thrips, Cera-
tothripoides, Scirtothrips, Dictyothrips, Neohydatothrips,
and Taeniothrips.

The interactions between tomato spotted wilt virus
(TSWV)—the type member of the genus and its primary
vector—Frankliniella occidentalis have been extensively
studied and the results have shed light on important attri-
butes of thrips-orthotospovirus interactions (Rotenberg et
al.,, 2015; Whitfield et al., 2015). Virus transmission occurs
in a persistent propagative manner, transtadially but not
transovarially. Although virions can be acquired by thrips
throughout their lifetime, only the individuals that ingest
viruses in the first and early second instars stages are capable
of transmitting the virus to the plants (Ullman et al., 2005;
Whitfield et al., 2005). It is well understood in the art that
instar stage can be used interchangeably with larva or larva
stage and refers to the developmental stage of arthropods.

Orthotospoviruses or tospoviruses are used interchange-
ably and refer to viruses of the genus Orthotospovirus,
family Tospoviridae. Examples of these viruses include, but
are not limited to, tomato spotted wilt virus (TSWV),
soybean vein necrosis virus (SVNV), impatiens necrotic
spot virus (INSV), bean necrotic mosaic virus (BNMV),
capsicum chlorosis virus (CaCV), calla lily chlorotic spot
virus (CCSV), chrysanthemum stem necrosis virus (CSNV),
groundnut ringspot virus (GRSV), groundnut bud necrosis
virus (GBNV), groundnut yellow spot virus (GYSV), iris
yellow spot virus (IYSV), melon yellow spot virus (MYSV),
peanut bud necrosis virus (PBNV), peanut chlorotic fan
virus (PCFV), peanut yellow spot virus (PYSV), tomato
chlorotic spot virus (TCSV), tomato yellow fruit ring virus
(TYFRV) (=ToVYV, tomato varamin virus), tomato necrotic
ringspot virus (TNRV), tomato yellow ring virus (TYRV),
tomato zonate spot virus (TZSV), watermelon bud necrosis
virus (WBNV), watermelon silver mottle virus (WSMoV),
zucchini lethal chlorosis tospovirus (ZLCV), polygonum
ringspot virus (PolRSV), hippeastrum chlorotic ringspot
virus (HCRV), melon yellow spot virus (MYSV), pepper
chlorotic spot virus (PCSV), tomato necrotic spot associated
virus (TNSaV), groundnut chlorotic fan-spot virus
(GCFSV), mulberry vein banding associated virus
(MVBaV), chilli yellow ringspot virus (ChiYRSV).

Virions are acquired by thrips through piercing and suck-
ing on epidermal and mesophyll cells of infected leaflets and
subsequently travel from stylet through the foregut before
reaching the midgut where virus replication occurs (Mon-
tero-Astlia, 2012; Badillo-Vargas, 2014). Several models
have been proposed for virus movement in thrips; the
generally accepted one suggests that viruses enter midgut
epithelium cells through receptor-mediated endocytosis
which involves the interaction between viral glycoproteins
and cellular receptors. Following entry, virus replication
occurs in the cytoplasm. Virus progeny are released from
infected cells through shedding and move across midgut
microvilli, basal surface of epithelial cells and muscle cells
surrounding basal membranes. Once virions leave the last
membrane barrier of muscle cells, they traverse basal mem-
brane and microvilli of the salivary gland, the critical organ
in virus transmission, and move with saliva into a canal
leading to an efferent salivary and exit from the combined
salivary-food canal. New transmission events occur when
thrips eject viruses into another host during feeding (Whit-
field et al., 2005; Montero-Astia, 2012; Badillo-Vargas,
2014). Virions are commonly referred to as the entire virus
particle or structure.

Virus transmission or viral transmission or virus infection
are used interchangeably and refer to the transfer of a virus
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to a plant via thrips. As used herein, viral transmission also
refers to the thrips acquisition of a plant virus by piercing
and sucking on cells of infected leaflets and then thrips
transmit the virus to another plant host when feeding on the
uninfected plant.

Entry into host cells is the early step in the virus infection
process. It is likely that virions are engulfed into host cells
through receptor-mediated endocytosis, a common entry
mechanism utilized by enveloped viruses (Whitfield et al.,
2005). This process involves a series of events; initiated by
virion attachment to cellular receptors and culminating with
the fusion between viral and host membranes (Ullman et al.,
2005; Marsh and Helenius, 2006). Studies performed by
Whitfield et al. (2004) proved that a recombinant, soluble
form of TSWV glycoprotein N (G) binds to larval thrips
guts and decreases virus acquisition, providing evidence that
G, protein is crucial in mediating the attachment of virion to
receptors displayed on the epithelial cells of the thrips
midgut. G, along with the G, glycoprotein play essential
roles in virus entry into host cells (Whitfield et al., 2005;
Ullman et al., 2015). Sequence analysis of the soybean vein
necrosis virus (SVNV) G, protein revealed the presence of
an RGD,, ;; motif, characteristic of cell adhesion mol-
ecules. This motif binds specifically to integrins, a large
family of transmembrane proteins consisting of non-cova-
lently bound heterodimeric subunits. The integrins bind the
RGD containing proteins through electrostatic interactions
between the RGD residues and metal ions in integrins
(Schwab et al., 2013; Badillo-Vargas, 2014; Yu et al., 2014).
In addition, the N-linked glycosylation sites on the G,
protein (N,s5, N,, and Nj,; for SVNV) may also be
involved in virus entry (Whitfield, 2004).

Host cells refer to plants or plant cells that can be infected
by orthotospoviruses. A plant includes any portion of the
plant including, but not limited to, a whole plant, a portion
of a plant such as a root, leaf, stem, seed, pod, flower, cell,
tissue or plant germplasm or any progeny thereof. Germ-
plasm refers to genetic material from an individual or group
of'individuals or a clone derived from a line, cultivar, variety
or culture. Plant refers to whole plants or portions thereof
including, but not limited to, plant cells, plant protoplasts,
plant tissue culture cells, leaves, root, stem, or calli. For
example, soybean plant refers to whole soybean plant, or
portions thereof including, but not limited, to, soybean plant
cells, soybean plant protoplasts, soybean plant tissue culture
cells or calli. A plant cell refers to cells harvested or derived
from any portion of the plant or plant tissue culture cells or
calli.

While soybean and SVNV are described specifically in
the Examples, the orthotospoviruses are a large family of
similar viruses that infect a wide variety of plants and use
many different insect vectors. The inventors expect that all
the orthotospoviruses with a similar glycoprotein N will also
be inhibited from transmission to their plant hosts using the
peptides described herein. Other examples of these plants
include, but are not limited to, plants of the families:
Acanthaceae, Aceraceae, Agavaceae, Aizoaceae, Alstroeme-
riaceae, Amaranthaceae, Amaryllidaceae, Apiaceae, Apo-
cynaceae, Aquifoliaceae, Araceae, Araliaceae, Arecaceae,
Aristolochiaceae, Asclepiadaceae, Asparagaceae, Aster-

aceae, Balsaminaceae, Begoniaceae, Berberidaceae,
Boranginaceae, Brassicaceae, Bromeliaceae, Buxaceae,
Cactaceae, Calectasiaceae, Calycanthaceae, Campanu-

laceae, Cannaceae, Capparaceae, Caprifoliaceae, Carica-
ceae, Caryophyllaceae, Chenopodiaceae, Commelinaceae,
Convallariaceae, Convolvulaceae, Crassulaceae, Cucurbita-
ceae, Cuscutaceae, Cycadaceae, Cyperaceae, Dipsacaceae,
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Dracaenaceae, Dryopteridaceae, Ericaceae, Euphorbiaceae,
Fabaceae, Fumariaceae, Gentianaceae, Geraniaceae, Gesne-
riaceae, Goodeniaceae, Greyiaceae, Haemodoraceae,
Hydrangeaceae, Hydrocotylaceae (Apiaceae), Iridaceae,
Labiatae, Lamiaceae, Liliaceae, Linaceae, Lobeliaceae,
Loganiaceae, Magnoliaceae, Malvaceae, Marantaceae, Mar-
tyniaceae, Melastomataceae, Moraceae, Myrsinaceae, Myr-
taceae, Nyctaginaceae, Oleaceae, Onagraceae, Orchidaceae,
Oxalidaceae, Paeoniaceae, Papaveraceae, Pedaliaceae, Pep-
eromiaceae, Phytolaccaceae, Plantaginaceae, Plumbag-
inaceae, Poaceae, Polemonaceae, Polygalaceae, Polygo-
naceae, Polypodiaceae, Portulacaceae, Primulaceae,
Pteridaceae, Ranunculaceae, Rosaceae, Rubiaceae, Rusca-
ceae, Saxifragaceae, Scrophulariaceae, Solanaceae, Styraca-
ceae, Tetragoniaceae, Theaceae, Tropaeolaceae, Ulmaceae,
Urticaceae, Valerianaceae, Verbenaceae, Violaceae, and
Zygophyllaceae.

Antiviral or viral inhibition or inhibition of viral trans-
mission are used interchangeably and may refer to either the
reduction of virus transmission from infected plant to vector
(thrips) or the reduction of virus transmission from thrips
carrying the virus to an uninfected plant or plant cell. Viral
Inhibition may also refer to, but is not limited to, the
interference with virus release from the vector, interference
with virus entry into the host, interference with virus entry
into the vector, interference with virus replication in the
host, and interference with virus replication in the vector.
Effective measurement of inhibition can be analyzed in the
post hoc test using methods well known in the art such as,
but not limited to, JMP Pro 13 (SAS Institute Inc., Cary,
N.C.) and Dunnett’s method (Dunnett, 1955). Lower infec-
tion rates may refer to infection rates having a P value of
<0.05. Inhibition of viral transmission can also be assessed
as a reduced infection rate or reduction in the percentage of
plants which are infected after exposure to the vector com-
prising the virus as was done in the Examples provided
herein. The peptides provided herein may reduce viral
transmission or reduce the infection rate by 5%, 10%, 15%,
20% or more.

The RGD motif is present in SVNV and several other
orthotospoviruses belonging to the American clade of the
genus (Chen et al., 2013). Its function in virus attachment/
entry to thrips midgut cells and the potential effect of this
interaction on transmission of orthotospoviruses, however,
is not well-understood. We hypothesized that the RGD motif
as well as the N-linked glycosylation site of the SVNV G,
protein (N,,, based on in-silico simulations) are critical in
the early steps of virus infection process, and will decrease
transmission efficiency when receptors are saturated with
ligands prior to acquisition.

The usage of synthetic peptides as therapeutic agents has
been explored in treating animal and human viral diseases
(Houimel and Dellagi, 2009; Arosio et al., 2012; Gosselet et
al., 2013; Hipolito et al., 2014; Muhamad et al., 2015; Zhang
et al, 2015) while their application in controlling plant-
infecting viruses is still in its infancy. To date, peptides that
confer disease resistance are primarily interfering with viral
proteins either associated with replication such as the
nucleoprotein of orthotospoviruses and the replicase of
geminivirus (Rudolph et al., 2003; Lopez-Ochoa et al.,
2006) or virion assembly as seen with luteoviruses (Liu et
al., 2010). Although Liu et al. (2010) identified a peptide
inhibiting transmission of luteoviruses through impeding
entry of virions into aphid hemocoel, the potential of uti-
lizing peptides to block persistent, propagative-transmitted
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viruses is yet to be studied. Thus, this invention represents
a new area for the use of peptides, namely to block trans-
mission of orthotospoviruses.

It has been shown that G, protein of TSWV is the
candidate target for antiviral compounds (Whitfield et al.,
2004; Whitfield et al., 2008) and the cellular adhesion
hallmark-RGD motif is predicted to be critical in virion
attachment. The role of this motif in the orthotospovirus
infection process and whether it could serve as a potential
target of antiviral compound were unknown. The motif has
been identified in G, proteins of several members in the
genus of Orthotospovirus including SVNV, a distinct spe-
cies transmitted by an uncommon vector N. variabilis. This
Orthotospovirus-Thrips interaction may reflect unique trans-
mission properties that are critical in the co-evolution of
orthotopoviruses and their vectors. Here we designed poly-
peptides containing sequences of interest (RGD,, 5, and
Asn,,,) and the mutated forms of these sequences. By
comparing transmission efficiency of N. variabilis fed with
either single peptide or peptide combinations prior to virus
acquisition, we found intriguing results which suggest pep-
tides derived from RGD motif could be useful to decrease
the transmission rate of SVNV.

In one embodiment, we developed peptides with single,
double and triple amino acids mutations at the RGD,_5, site
and N,,, using alanine scanning and evaluated their effect
on viral transmission. These polypeptides are shown in
Table 1 as SEQ ID NO: 1-10 and encompass SEQ ID NOs:
1-6 which were demonstrated to be effective in blocking
viral transmission. The highly related peptides of SEQ ID
NO: 7-10 were shown to not be effective in blocking viral
transmission. Polypeptides having 90% sequence identity to
one of SEQ ID NOs: 1-6 are also provided. Polynucleotides
encoding the polypeptides of SEQ ID NOs: 1-6 and con-
structs comprising the polynucleotides encoding the poly-
peptides of SEQ ID NOs: 1-6 operably connected to a
heterologous promoter are also described herein. Combina-
tions of the polypeptides and the polynucleotides may also
be used. As shown in the Examples, combinations of some
of the polypeptides were shown to significantly inhibit viral
infection and transmission. The polypeptides and polynucle-
otides may be fused to form fusion polynucleotides and
fusion proteins or may be simply combined in a unitary
composition.

TABLE 1
Name and Sequenceg of Synthesgized Peptides

Peptide Mutation

name status Sequence

RGD Wild type NASIRGDHEVSQE
(SEQ ID NO: 1)

Noog Wild type RLTGECNITKVSLTN
(SEQ ID NO: 2)

AGD Single mutation NASIAGDHEVSQE
(SEQ ID NO: 4)

RAD Single mutation NASIRADHEVSQE
(SEQ ID NO: 5)

RGA Single mutation NASIRGAHEVSQE
(SEQ ID NO: 6)

Arog Single mutation RLTGECAITKVSLTN
(SEQ ID NO: 7)
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TABLE 1-continued

Name and Sequences of Synthesized Peptides

Peptide Mutation

name status Sequence

ARAD Double mutation NASIAADHEVSQE
(SEQ ID NO: 8)

AGA Double mutation NASIAGAHEVSQE
(SEQ ID NO: 9)

RAA Double mutation NASIRAAHEVSQE
(SEQ ID NO: 10)

ARR Triple mutation NASIAAAHEVSQE
(SEQ ID NO: 3)

The terms polypeptide, peptide, and protein are known in
the art and are used interchangeably to refer to a polymer of
amino acid residues. The term also applies to amino acid
polymers which contain one or more amino acids that are
chemical analogs or modified derivatives of a corresponding
naturally-occurring amino acids. Peptides modified to
increase stability or resistance to proteases are also encom-
passed.

The terms polynucleotide or nucleotide can be used
interchangeably to refer to a deoxyribonucleotide or a ribo-
nucleotide polymer, in linear or circular conformation, and
in either single- or double-stranded form. For the purposes
of the present disclosure, these terms are not to be construed
as limiting with respect to the length of a polymer. The terms
can encompass known analogues of natural nucleotides, as
well as nucleotides that are modified in the base, sugar
and/or phosphate moieties. In general, an analogue of a
particular nucleotide has the same base-pairing specificity;
i.e., an analogue of G will base-pair with C.

A sequence refers to an amino acid sequence or a nucleo-
tide sequence of any length, which can be DNA or RNA or
protein; can be linear, circular or branched and can be either
single-stranded or double-stranded. While sequence identity
refers to an exact nucleotide-to-nucleotide or amino acid-
to-amino acid correspondence of two polynucleotides or
polypeptide sequences, respectively. Techniques for deter-
mining nucleic acid and amino acid sequence identity are
known in the art. Two or more sequences can be compared
by determining their percent identity. The percent identity is
the number of exact matches between two aligned sequences
divided by the length of the shorter sequences and multiplied
by 100. With respect to sequences described herein, the
range of desired degrees of sequence identity is approxi-
mately 80% to 100% and any integer value there between.
Typically, the percent identities between sequences are at
least 70-75%, preferably 80-82%, more preferably 85-90%,
even more preferably 92%, still more preferably 95%, and
most preferably 98% sequence identity.

A construct refers to an artificially constructed segment of
nucleic acid that is to be transplanted into a target tissue or
cell. The construct generally consists of a promoter
sequence, followed by a desired gene, and ends in a tran-
scription termination or polyadenylation signal sequence.
The construct may contain an insert, which contains a gene
sequence encoding a protein of interest that has been sub-
cloned into a vector. The vector or construct also often
contains resistance or other marker genes for growth in
sensitive cells or selection of cells containing the construct
or vector, and promoters for expression in the organism. A
construct may express wild-type protein, prevent the expres-
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sion of certain genes by expressing competitors or inhibi-
tors, express mutant proteins or carry and allow for expres-
sion of non-native proteins.

When referring to heterologous, we refer to a molecule
that is not normally present in a cell, but can be introduced
into a cell by one or more genetic, biochemical, or other
methods. A heterologous molecule can be, among other
things, a small molecule such as is generated by a combi-
natorial chemistry process, or a macromolecule such as a
protein, nucleic acid, carbohydrate, lipid, glycoprotein, lipo-
protein, polysaccharide, any modified derivative of the
above molecules, or any complex comprising one or more of
the above molecules. A heterologous promoter is a promoter
that is not operably connected to a gene under normal or
wild-type conditions, but is being used to drive expression
of the gene. Methods for the introduction of exogenous
molecules into cells are known to those of skill in the art and
include, but are not limited to, lipid-mediated transfer (i.e.,
liposomes, including neutral and cationic lipids), electropo-
ration, direct injection, cell fusion, particle bombardment,
calcium phosphate co-precipitation, DEAE-dextran-medi-
ated transfer and viral vector-mediated transfer.

The term promoter includes reference to a region of DNA
generally upstream from the start of transcription and
involved in recognition and binding of RNA polymerase and
other proteins to initiate transcription. A plant-specific pro-
moter is a promoter capable of initiating transcription in
plant cells whether or not its origin is a plant cell. Exemplary
plant promoters include, but are not limited to, those that are
obtained from plants, plant viruses, and bacteria which
comprise genes expressed in plant cells such as Agrobacte-
rium or Rhizobium. Examples of promoters under develop-
mental control include promoters that preferentially initiate
transcription in certain tissues, such as leaves, roots, or
seeds. Such promoters are referred to as tissue preferred.
Promoters which initiate transcription only in certain tissue
are referred to as tissue specific. A cell-specific promoter
primarily drives expression in certain cell types in one or
more organs, for example, vascular cells in roots or leaves.
An inducible promoter is a promoter which is under envi-
ronmental control. Examples of environmental conditions
that may affect transcription by inducible promoters include
anaerobic conditions or the presence of light. Tissue specific,
tissue preferred, cell specific, and inducible promoters con-
stitute the class of non-constitutive promoters. A constitutive
promoter is a promoter which is active under most environ-
mental conditions.

Also provided herein are constructs including a promoter
operably linked to a polynucleotide encoding the polypep-
tides comprising SEQ ID NOs: 1-6 or a fragment or func-
tional variant thereof or a fusion product including at least
one of SEQ ID NOs: 1-6. The constructs may be introduced
into plants to make transgenic plants or may be introduced
into plants, or portions of plants, such as plant tissue, plant
calli, plant roots or plant cells. Suitably the promoter is a
plant promoter, suitably the promoter is operational in leaf
cells, seed, root or fruit cells or other tissues of the plant. The
promoter may be tissue specific, inducible, constitutive, or
developmentally regulated. The constructs may be an
expression vector or a targeting vector for incorporation of
the construct or a portion thereof into the cell. Constructs
may be used to generate transgenic plants or transgenic cells.
The polypeptide may be at least 80%, 85%, 90%, 95%, 97%,
98%, 99% or 100% identical to the sequences of SEQ ID
NOs: 1-6. The constructs may comprise more than one
polynucleotide and may mediate expression of one or more
polypeptides or may comprise only one, two, three or more
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of the polynucleotides encoding the polypeptides provided
herein or other polypeptides of interest.

In another embodiment, methods that prevent virus trans-
mission by blocking virion entry into thrips cells or subse-
quent entry from the thrips into plant cells are provided
herein. In another embodiment, methods that inhibit viral
transmission by contacting larvae with the designed poly-
peptides of SEQ ID NOs: 1-6 are provided herein.

Contacting as used herein refers to the state or condition
of physical touching and can refer to being in direct contact
or touch, being in proximity, or being exposed to. As such,
contacting may mean exposing larvae to the polypeptides of
SEQ ID NOs: 1-6, exposing larvae to the constructs con-
taining the polynucleotides encoding the polypeptides of
SEQ ID NOs: 1-6, or exposing larvae to a transgenic plant,
genetically-modified plant, or a non-genetically modified
plant. Contacting the thrips with the compositions described
herein may be via inclusion in the food or water the thrips
are ingesting. For example, the polypeptides may be
expressed in a plant or may be coated onto a plant such that
when the larva feed on the plant the larvae are ingesting the
polypeptides described herein. Genetically-modified plants
or genetically-modified plant cells may refer to plants or
plant cells that inhibit viral transmission by carrying a
transgene encoding a polynucleotide encoding the polypep-
tides of SEQ ID NOs: 1-6. Transgenic plants or transgenic
plant cells may refer to plants or plant cells that inhibit viral
transmission by carrying a transgene or otherwise encoding
a non-native or exogenous derived polynucleotide encoding
the polypeptides of SEQ ID NOs: 1-6.

Administering may mean feeding the polypeptides of
SEQ ID NOs: 1-6 to larvae, feeding the constructs contain-
ing the polynucleotides encoding the polypeptides of SEQ
ID NOs: 1-6 to larvae, or feeding a transgenic plant, geneti-
cally-modified plant, or a non-genetically modified plant
expressing SEQ ID NOs: 1-6 to larvae. It may also mean
introducing the polypeptides of SEQ ID NOs: 1-6 or the
constructs containing the polynucleotides encoding the
polypeptides of SEQ ID NOs: 1-6 to a plant by common
methods used in the art such as, but not limited to, spraying,
inclusion of the polypeptides or constructs in the soil,
inclusion of the polypeptides or constructs in fertilizers, and
inclusion of the polypeptides or constructs to the soil.

Experiments illustrate the high SVNV transmission effi-
ciency with single thrips (above 36%; Table 2). Because of
this fact and in order to control virus dispersal, it is impera-
tive to develop strategies that could block virion entry into
thrips cells. In our experiments, transmission rates did not
differ between thrips fed on buffer prior to virus acquisition
and those fed only on SVNV tissue (P=1.00) indicating that
the feeding solution does not interfere with transmission.
The addition of blue food dye in the buffer not only attracts
larvae to feed on solutions containing polypeptides but also
enables us to visualize the acquisition status of the mixture.
Survival rates of larvae did not differ from groups fed on the
buffer and those that did not.

The transmission efficiency of SVNV by individual N.
variabilis is over 36%, underlining the importance of dis-
rupting virus-thrips interaction for effective virus control.
The analysis of transmission efficiency mediated by syn-
thetic polypeptides revealed that peptides derived from
RGD,q_3; and N,,, motifs of the viral glycoprotein had the
potential of blocking virion attachment to cellular receptors
and consequently decreasing virus transmission efficiency.
Surprisingly, one of the mutant peptides in which the RGD
motif was replaced with Alanines demonstrated the best
viral inhibition of all of the peptides tested to date. The
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mechanism by which this inhibition occurs is as yet
unknown. This peptide was the only peptide that inhibited
viral transmission significantly when used on its own.

The present disclosure is not limited to the specific details
of construction, arrangement of components, or method
steps set forth herein. The compositions and methods dis-
closed herein are capable of being made, practiced, used,
carried out and/or formed in various ways that will be
apparent to one of skill in the art in light of the disclosure
that follows. The phraseology and terminology used herein
is for the purpose of description only and should not be
regarded as limiting to the scope of the claims. Ordinal
indicators, such as first, second, and third, as used in the
description and the claims to refer to various structures or
method steps, are not meant to be construed to indicate any
specific structures or steps, or any particular order or con-
figuration to such structures or steps. All methods described
herein can be performed in any suitable order unless other-
wise indicated herein or otherwise clearly contradicted by
context. The use of any and all examples, or exemplary
language (e.g., “such as”) provided herein, is intended
merely to facilitate the disclosure and does not imply any
limitation on the scope of the disclosure unless otherwise
claimed. No language in the specification, and no structures
shown in the drawings, should be construed as indicating
that any non-claimed element is essential to the practice of
the disclosed subject matter. The use herein of the terms
“including,” “comprising,” or ‘“having,” and variations
thereof, is meant to encompass the elements listed thereafter
and equivalents thereof, as well as additional elements.
Embodiments recited as “including,” “comprising,” or “hav-
ing” certain elements are also contemplated as “consisting
essentially of” and “consisting of” those certain elements.

Recitation of ranges of values herein are merely intended
to serve as a shorthand method of referring individually to
each separate value falling within the range, unless other-
wise indicated herein, and each separate value is incorpo-
rated into the specification as if it were individually recited
herein. For example, if a concentration range is stated as
0.01% to 5%, it is intended that values such as 0.025% to
0.50%, 0.10% to 1.0%, or 0.025% to 0.075%, etc., are
expressly enumerated in this specification. These are only
examples of what is specifically intended, and all possible
combinations of numerical values between and including the
lowest value and the highest value enumerated are to be
considered to be expressly stated in this disclosure. Use of
the word “about” to describe a particular recited amount or
range of amounts is meant to indicate that values very near
to the recited amount are included in that amount, such as
values that could or naturally would be accounted for due to
manufacturing tolerances, instrument and human error in
forming measurements, and the like. All percentages refer-
ring to amounts are by weight unless indicated otherwise.

No admission is made that any reference, including any
non-patent or patent document cited in this specification,
constitutes prior art. In particular, it will be understood that,
unless otherwise stated, reference to any document herein
does not constitute an admission that any of these documents
forms part of the common general knowledge in the art in
the United States or in any other country. Any discussion of
the references states what their authors assert, and the
applicant reserves the right to challenge the accuracy and
pertinence of any of the documents cited herein. All refer-
ences cited herein are fully incorporated by reference in their
entirety, unless explicitly indicated otherwise. The present
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disclosure shall control in the event there are any disparities
between any definitions and/or description found in the cited
references.

Unless otherwise specified or indicated by context, the
terms “a”, “an”, and “the” mean “one or more.” For
example, “a protein” or “an RNA” should be interpreted to
mean “one or more proteins” or “one or more RNAs,”
respectively.

The Examples provided below are meant to be illustrative
and not to limit the scope of the invention or the claims. All
references and appendices cited herein are hereby incorpo-
rated by reference in their entireties.

EXAMPLES
Example 1

Mutation of RGD Motif in SVNV Inhibits
Transmission of Orthotospoviruses

The RGD motif'is present in glycoprotein N of SVNV and
several other orthotospoviruses belonging to the American
clade of the genus (Chen et al., 2013). Its function in virus
attachment/entry to thrips midgut cells and the potential
effect of this interaction on transmission of orthotospovi-
ruses, however, is not well-understood. We hypothesize that
the RGD motif as well as the N-linked glycosylation site of
the SVNV G, protein (N,,, based on in-silico simulations)
are critical in the early steps of virus infection process, and
will decrease transmission efficiency when receptors are
saturated with ligands prior to acquisition. To test this
hypothesis, we developed peptides with single, double and
triple amino acids mutations at the RGD,,_5; site and N,,,
using alanine scanning and evaluated their effect on trans-
mission.

Materials and Methods

Neohydatothrips variabilis Rearing

Neohydatothrips variabilis adults were collected from
soybean fields and placed on leaf discs, floating on water, for
10-15 days to allow for oviposit. Hatched larvae were
transferred to leaf discs and reared to adults. They were
collected and released to soybean seedlings maintained
under controlled environment (27° C., 16 h photoperiod);
with seedlings renewed biweekly. Plants were tested using
ELISA and/or RT-PCR for SVNV as described previously
(Zhou and Tzanetakis, 2013; Zhou et al, 2018).

Peptides Design and Synthesis

In-silico analysis of the SVNV Gy, protein using MatGAT,
TMHMM2.0 and NetNGlycl.0 revealed the presence of
signature motifs present in orthotospovirus orthologs includ-
ing a RGD,, 5, domain, several putative N-linked glycosy-
lation sites (N,s, 550, 343) and transmembrane domains
(a86_555 317-3390 340.371) (Krogh et al., 2001; Campanella et
al; 2003; Julenius et al., 2005; Zhou et al., 2011) (FIG. 1).
The two putative glycosylated residues located within or in
close proximity to transmembrane domains (Asn,s and
Asn,,;) were not included in downstream experiments as
they are probably unavailable for binding based on the
in-silico analysis. Polypeptides were designed around the
RGD,q ;; domain and Asn,,y; and two sequences were
selected for synthesis based on the predicted solubility:
NASIRGDHEVSQE,; 5, (SEQ ID NO. 1) and RLTGEC-
NITKVSLTIN,, 55,5 (SEQ ID NO. 2). Peptides with single,
double or triple mutations at RDG,5 5, and N,,, are
described in Table 1. All peptides were synthesized at
GenScript (NJ, U.S.; >95% purity).
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Peptide Delivery

Peptides RGD, AGD, RGA, AGA, RAA, AAA and N,,,
were dissolved in molecular biology grade water; peptides
RAD and AAD were dissolved in water containing 28-30%
NH,OH as they were insoluble in H,O; A, did not dissolve
in either water or 25% acetic acid (as suggested by the
manufacturer).

The peptide solution was diluted to 10 nM using feeding
buffer (8% sucrose, 20% blue food dye). Peptides were
pipetted onto an Eppendorf tube lid and sealed with a piece
of stretched parafilm. First instar larvae, hatched within 24
h of the initiation of the feeding experiments were collected
from SVNV-free leaf discs and individually transferred to
the bottom of the tube. Tubes were placed in a black-colored
microtube rack under a light source to attract larvae to move
upward and feed on the peptide solution. The potential effect
of the peptides on transmission efficiency, was studied using
the treatments listed in Table 2.

First instar larvae were fed on peptide solution for Sh and
transferred onto SVNV-infected soybean leaf tissue for virus
acquisition. Soybean leaflets showing typical SVNV symp-
toms (vein-clearing and chlorosis) and tested positive for
SVNV by RT-PCR were used as virus source. After a 16 h
acquisition access period (AAP), larvae were transferred to
a SVNV-free leaf disc. Larvae were reared until the 2"¢
larval stage. Control groups included a) larvae fed on
feeding buffer and b) larvae fed on feeding buffer before
exposed to the virus. The transmission baseline was estab-
lished by feeding larvae only on infected tissue.

Peptide Effects on Transmission

Single second instar larvae were transferred to the leaf
blade of a soybean seedling at unifoliate stage. To prevent
larval escape, pots were covered with a thrips-proof cage.
The caged seedlings were grown at 27° C., 16 h photoperiod.
Thrips were allowed to feed, develop to adults and propa-
gate; 20 d post transfer, cages were removed and plants were
screened for SVNV infection using dot-blot immunoassay
and RT-PCR as previously described (Zhou and Tzanetakis,
2013; Zhou et al, 2018). The data was analyzed using
one-way analysis of variance (ANOVA) on percentage of
virus infection and percentage of thrips feeding using JIMP
Pro 13 (SAS Institute Inc., Cary, N.C.) and Dunnett’s test
(Dunnett, 1955) was used in the post hoc test.

Peptide Sequencing

To further confirm the sequences of the RGD and AAA
peptides, they were analyzed using MALDI-TOF-MS and
LC-ESI-MS/MS at the Mass Spectrometry Facility Center of
University of Arkansas (Fayetteville, U.S.) as previously
described (Caprioli et al., 1997; Dams, et al., 2003).

Analysis of peptides RDG and AAA using MALDI-TOF-
MS revealed single peaks at 1441.9 KD and 1326.6 KD,
respectively (FIG. 8A). These values corresponded to their
individual molecular mass provided by GenScript (NJ,
USA) indicating their intact masses. Notwithstanding and in
order to confirm results beyond doubt, their sequences were
further confirmed by LC-ESI-MS/MS (FIGS. 8B and 8C).

Results

Polypeptide Design and Delivery

Polypeptides were designed around the RGD,4_5; domain
and Asn,,,; and two sequences were selected for synthesis
based on the predicted solubility: NASIRGDHEVSQE, 5,
(SEQID NO. 1) and RLTGECNITKVSLTN,, 5 5, (SEQ ID
NO. 2). Peptides with single, double or triple mutations at
RDG,,_;; and N,,, are described in Table 1; mutated amino
acids are highlighted in bold. All peptides were synthesized
at GenScript (NJ, U.S.; >95% purity).

A homogeneous blue color observed through the abdo-
men of the larvae after feeding with peptide solution was
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used as an indicator of successful peptide delivery (FIG. 2)
and only blue larvae were harvested and used for down-
stream experiments.

Transmission

Four feeding groups (peptide/SVNV, buffer/SVNYV, buf-
fer, SVNV) including nine treatments (Table 2) were ana-
lyzed for thrips ability to transmit the virus. Dot blot results
showed a perfect correlation between typical SVNV symp-
toms and local lesions on leaf surface (Zhou and Tzanetakis,
2013). For plants that only exhibit local lesions, RT-PCR
was used to detect the presence of SVNV given that the
amount of symptomatic leaf tissue was not enough for dot
blot detection (Zhou and Tzanetakis, 2013). Stippling, scars
and distorted appearances on plant surface verified thrips
feeding. Plants lacking such signs were excluded from the
analysis. Each treatment was repeated in three experiments
with multiple thrips tested. The ratio of number of plants fed
by thrips to total number of plants transferred with thrips and
the ratio of number of plants infected with SVNV to number
of plants fed by thrips were calculated for each replicate,

16

SVNV infection and thrips’ feeding rates were analyzed
using one-way ANOVA. Analysis of infection rate revealed
a significant difference between treatments (P<0.0001; FIG.
5). The post hoc test using Dunnett’s method suggested that
treatments fed with wild-type peptides (RGD+N229),
single-mutation peptides’ combination (AGD+RAD+RGA)
and triple-mutation peptide (AAA) had significantly lower
infection rates (P<0.05) with 68.3, 37.4 and 68.3% reduc-
tion, respectively when compared with the control group
(thrips fed on feeding buffer prior to the virus exposure).
Whereas treatments in which the thrips were fed with a
combination of double-mutation peptides (AAD+AGA+
RAA), RGD29-31 or N229, respectively did not have sig-
nificant difference (P>0.05); only 17.8, 0 and 25.9% reduc-
tions were observed, respectively. In addition, the infection
rate of the control group did not differ significantly from the
group fed on SVNV-infected tissue (FIG. 3b). In terms of
feeding rate, the analysis did not reveal a significant differ-
ence among different treatments (P>0.05; FIG. 4); neither
did the significant linear relationship exist between feeding
and infection rates (P=0.3828).

TABLE 2

Transmission inhibition assays.

Experiment 1 Experiment 2 Experiment 3 Total

Treatment Feeding Infection Feeding Infection Feeding Infection Feeding Infection

RGD + 60/88 10/60 69/76 7/69 53/92 5/53 182/256  22/182

Nooo/SVNV  (68.2%) (16.7%) (90.8%) (10.1%) (57.6%)  (9.4%) (71.1%) (12.1%)

AGD + 53/80 13/53 42/60 9/42 89/101  22/89  184/241  44/184

RAD + (66.3%) (24.5%) (70.0%) (21.4%) (88.1%) (24.7%) (76.3%) (23.9%)
RGA/SVNV

AAD + 73/100  23/73 71/80 25/71 76/80 21/76  220/260  69/220

AGA + (73%) (31.5%) (88.8%) (35.2%) (95%) (27.6%) (84.6%) (31.4%)
RAA/SVNV

AAA/SVNV  26/100 5/26 65/120 6/65 58/60 7/58  149/280  18/149

(26%) (19.2%) (54.2%) (9.2%) (96.7%) (12.1%) (53.2%) (12.1%)

AGD/SVNV  48/60 16/48 28/35 11/28 43/56 15/43 119/151  42/119

(80%)  (33.3%) (80%) (39.3%) (76.8%) (34.9%) (78.8%) (35.3%)

RAD/SVNV  52/60 14/52 26/33 9/26 41/54 13/41 119/147  36/119

(86.7%) (26.9%) (78.8%) (34.6%) (75.9%) (31.7%) (81%)  (30.3%)

RGA/SVNV  44/60 15/44 41/54 13/41 29/40 1029 114/154  38/114

(73.3%) (34.1%) (75.9%) (31.7%) (72.5%) (34.5%) (74%)  (33.3%)

RGD/SVNV  17/45 417 23/30 7/23 93/160  40/93 133/235  51/133

(37.8%) (23.5%) (76.7%) (30.4%) (58.1%) (43.0%) (56.6%) (38.3%)

Noyg/SVNV 37/44 7/37 20/23 7/20 116/154  35/116  173/231  49/173

(84.1%) (18.9%) (87.0%) (35%) (75.3%) (30.2%) (74.9%) (28.3%)

Buffer/ 38/56 14/38 63/85 23/63 95/105  38/95 196/246  75/196

SVNV (67.9%) (36.8%) (74.1%) (36.5%) (90.5%) (40.0%) (79.6%) (38.2%)

SVNV 35/46 13/35 43/55 18/43 74/133  24/74  152/234  55/152

(76.1%) (37.1%) (78.2%) (41.9%) (55.6%) (32.4%) (65.0%) (36.2%)

Buffer 42/63 0/42 68/93 0/68 54/70 0/54  164/226 0/164

(66.7%) 0%  (73.1%) 0%  (77.1%) 0%  (72.6%) (0%)

respectively, together with their percentages (Table 2). In
addition, to serve as the technical control of the experiment,
SVNV treatment (where thrips were exposed to the virus)
also revealed the transmission efficiency of single thrips.

Dot-blot and RT-PCR results were in concordance with
typical SVNV symptoms and local lesions on the leaf
surface FIG. 6 and FIG. 7. Virus infection rate and thrips’
feeding rate were calculated for individual treatment (Table
2). The comparison of thrips’ feeding rate among treatments
fed with buffer/SVNV, buffer and SVNV indicates feeding
buffer does not have an impact on the fitness of individuals
(P>0.05; FIG. 3a). In addition to serve as the technical

control of the experiment, treatment SVNV (where thrips ¢

were exposed to the virus alone) also revealed the transmis-
sion efficiency of individual thrips (Table 2).

=)

v

In Table 2, Feeding refers to number of plants with
feeding scars/plants exposed to thrips; Infection refers to
number of SVNV-infected plants/plants with feeding scars.
The numbers in parenthesis indicate the percentile of feed-
ing and infection for each treatment.

Statistical Analysis

SVNV infection (FIG. 4) and thrips feeding rates (FIG. 5)
were analyzed using One-way ANOVA. Analysis of infec-
tion rate reveals a significant difference between treatments
(P<0.0001). The post hoc test using Dunnett’s method
suggests that treatments fed with wild-type peptides (RGD+
N,,o), single-mutation peptides combination (AGD+RAD+
RGA) and triple-mutation peptide (AAA) have significantly
lower infection rates (P<0.05) with 68.3%, 37.4% and
68.3% reduction, respectively, when compared with the
control group (thrips fed on feeding solution prior to the
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virus exposure). Whereas treatments fed with double-muta-
tion peptides combination (AAD+AGA+RAA), RGD,, 5,
or N,,, did not have pronounced difference (P>0.05); only
17.8%, 0% and 25.9% reduction were observed respectively.
In addition, the infection rate of control group does not differ
significantly from the group fed on SVNV-infected tissue
(Table 3). In terms of feeding rate, the analysis did not reveal
a significant difference among treatments (P>0.05; FIG. 5
and Table 4); there is not a significant linear relationship
between feeding and infection rates (P=0.3828) either.

TABLE 3
Comparison of infection rates (mean * standard error) among
treatments.
Infection rate (mean =
Treatment P-value standard deviation)
RGD + Npo/SVNV <0.0001 12.07 = 4.03
AGD + RAD + RGA/SVNV  0.02 23.53 = 1.85
AAD + AGA + RAA/SVNV  0.58 31.43 = 3.80
AAA/SVNV <0.0001 13.50 = 5.14
AGD/SVNV 1.00 35.83 £ 3.11
RAD/SVNV 0.50 31.07 = 3.89
RGA/SVNV 0.89 33.43 = 1.51
RGD/SVNV 0.71 32.30 = 9.89
No,o/SVNV 0.14 28.03 = 8.27
Buffer/SVNV (Control) 1.00 37.77 £ 1.94
SVNV 1.00 37.13 £ 4.75
Buffer <0.0001 0
TABLE 4

Comparison of feeding rates (mean * standard error) among
treatments.

Feeding rate (mean =

Treatment P-value standard deviation)

RGD + N5ye/SVNV 1.00 72.20 £ 16.96

AGD + RAD + RGA/SVNV 1.00 74.80 = 11.67

AAD + AGA + RAA/SVNV 0.99 85.60 = 11.34

AAA/SVNV 0.66 58.97 = 35.59
AGD/SVNV 1.00 78.93 + 1.85
RAD/SVNV 1.00 80.47 = 5.59
RGA/SVNV 1.00 739 = 1.78

RGD/SVNV 0.59 57.53 £ 19.46
N5,g/SVNV 1.00 82.13 = 6.09

Buffer/SVNV 1.00 77.50 = 11.68
SVNV 0.99 69.97 = 7.21
Buffer 1.00 72.30 £ 5.25

Peptide Sequencing

Analysis of peptides RDG and AAA using MALDI-TOF-
MS revealed single peaks at 1441.9 KD and 1326.6 KD,
respectively. These values correspond to their individual
molecular mass provided by GenScript (NJ, U. S.) indicat-
ing their intact masses. Moreover, their sequences were
further analyzed by LC-ESI-MS/MS; results showed
expected sequences as designed.

Discussion

In the presence of RGD and Asn,,, peptides, transmission
was greatly reduced (P<0.0001). When thrips were fed with
either peptide separately there was no significant reduction
in transmission compared to control (RGD: P=0.72; Asn,,:
P=0.18). These results indicate that both the RGD and
Asn,,, motifs are needed for successful cell entry and
therefore transmission. To test this hypothesis, we synthe-
sized a peptide where Asn,,, was substituted by Ala. The
insolubility of this peptide, however, prevented further
evaluation of the role of Asn,,, in virus transmission.
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Evaluating the transmission rate of larvae fed with a
combination of peptides consisting of different mutated
RGD sequences is the preliminary step to identify peptide(s)
with key amino acid(s) in virus transmission. Some peptides
lost their binding activity to receptors due to the key amino
acids for such activity was substituted with Ala, whereas
some still retained this function because Ala replaced non-
essential amino acids. Peptides combination consist of
single-amino acid mutations including AGD, RAD and
RGA exhibit inhibitory effect on virus transmission when
compared with control group (Table 3). However, such
inhibitory effects are less potent than the group fed with
peptides containing RGD,, 5, and Asn,,, (Table 3). A pos-
sible explanation is that single-amino acid mutants bind with
cellular receptors but with either weaker strength or cover-
age, which lead to partial blockage of the receptors. Such
suppression on virus transmission was further diminished by
replacing two amino acids with Ala residues: the transmis-
sion rate of double-mutants group containing sequences of
AAD, AGA and RAA is not significantly lower than the
control groups (Table 3). These results follow the line of
logic that RGD motif is essential in virion-cell attachment
and the disruption of this region impairs vector acquisition.

The contribution of individual amino acids consisting
RGD motif in virus transmissibility seems to vary among
different pathosystems, and the amino acid residue utilized
to generate mutants may affect the results of mutagenesis
studies. In adenovirus type 2 where RGD,,, 5, of the
penton base protein, substitution of Arg340Ser, Gly341Val
and Asp342Glu abolished virus activity respectively sug-
gesting each amino acid is crucial for the infection process
(Bai, et al., 1993). On the other hand, Wei et al. (2014) found
Arg and Gly but not the Asp were essential for fusion
activity for Human metapneunovirus. In the case of foot-
and-mouth disease virus (FMDV), its virulence is abolished
by replacing Aspl43Ala of the RGD,,;_,4; motif but not by
mutants targeting the other two residues (Gutiérrez-Rivas et
al., 2008). To role of individual amino acids consisting RGD
motif in the transmission of SVNV was evaluated as well.
Compared to control group, thrips fed with peptides AGD,
RAD and RGA, respectively prior to virus acquisition, did
not exhibit significant lower levels on virus infection rate
(Table 3), suggesting neither residue tested here functions as
the key element for virus transmission by its own.

Two peptide treatments produced intriguing results and
for this reason the molecular masses and amino acid
sequences of RGD and AAA were confirmed by MALDI-
TOF-MS and LC-MS/MS to exclude the possibility of
mislabeling (FIG. 8). The transmission rate of RGD is not
significantly lower than the controls and unlike RGD/Asn,
(Table 3), indicating that probably both RGD,g 5,/Asn,,,
motifs are needed for efficient virus entry, which corrobo-
rates the results obtained from AGD, RAD and RGA indi-
vidual feeding groups. The transmission rate of AAA is
comparable to that of RGD/Asn,,, (Table 3). It is possible
that the triple mutant blocks the cellular receptor, leading to
transmission suppression. By reducing the load of virus
particles on epithelium cells, the transmission efficiency
diminishes. This hypothesis is supported by the fact that the
myristoylated alanine-rich C-kinase substrate (MARCKS)
protein inhibits cellular adhesion to extracellular matrix
proteins including fibronectin (Spizz and Blackshear, 2001),
a phenomenon that could also occur in the presence the RGD
motif, which is a known fibronectin competitive inhibitor
(Pierschbacher and Ruoslahti, 1984). Alanine-rich protein/
peptides could inhibit cellular binding not only to endog-
enous integrin-binding proteins that contain the RGD motif



US 11,597,945 B2

19

but also RGD-containing viral proteins, such as the SVNV
G, protein, leading to the reduction of virus transmission.
Moreover, given the fact that MARCKS inhibition of cell
adhesion is independent of direct integrin receptor modula-
tion (Spizz and Blackshear, 2001), alanine-rich proteins/
peptides may be promising in impeding virus entry regard-
less of the type of host cellular receptors.

The observed results could also be due to in vivo factors
that influence the binding of the RGD motif. The microen-
vironment of virion-cell attachment consists of several com-
ponents including 1) host cells with integrin incorporated on
their surface, 2) viruses which recognize cells through the
integrin-binding domains of the virus glycoproteins and 3)
native integrin-binding proteins which do not exist in in
vitro experiments and may have not been identified in in
vivo studies. The endogenous integrin-binding proteins
known as fibronectin, fibrinogen and vitronectin and other
glycoproteins are present in blood and other body fluids of
vertebrates at high concentrations (Bellis, 2011; Schwab et
al., 2013). Despite of the lack of information on their
presence in thrips, as the essential players of the evolution-
ary conserved cell-adhesion systems, these integrin recep-
tors have also been identified in different species of inver-
tebrates including arthropods (Akiyama and Johnson, 1983;
Pradel et al., 2004; Hanington and Zhang, 2010). The
binding signal triggered by these proteins to integrins on
host cell surface is more robust than exogenous factors
(Woods et al., 1986; Aota et al., 1991). The addition of the
triple mutant peptide may have stimulated the secretion of
endogenous integrin-binding proteins through interacting
with proteins involved in related molecular pathways, simi-
lar to peptides interfering with protein-protein interaction in
the ethylene signaling pathway (Bisson et al., 2016), causing
saturation of integrin-binding sites and consequently block-
ing the attachment of virions to host cells.

On the other hand, the results obtained from RGD and
AAA may indicate that the interaction between SVNV and
N. variabilis could also involve non-RDG components. This
hypothesis is supported by the fact that among all-charac-
terized orthotospoviruses, only members belonging to
American clade contain RGD motifs in their respective G,
proteins (Chen et al., 2013). Molecular signals mediating
cell-virion attachment in Euroasian clade have not been
identified to date. These viruses utilize RGD-independent
mechanisms such as lectin-like domain identified in TSWV
G,y protein to get access to host cells (Whitfield, 2004).

Independent of the mechanism behind the inhibitory
action of the studied peptides, it is clear that they affect virus
transmission. Whether the reduction in transmission effi-
ciency is due to peptide-blockage of cellular receptor needs
to be elucidated. Although the amino acid composition of
RGD is crucial in integrin-mediated cell attachment, it is
also essential that viral glycoprotein correctly folded so the
motif is exposed at the surface of the protein, making it
accessible to its receptors. On the other hand, the stereo-
chemistry of RGD peptide also influences the interaction
between integrin receptors and the motif. Amino acid sub-
stitution in the flanking sequences could alter binding speci-
ficity and strength of the conserved motif to its receptors
(Pierschbacher and Ruoslahti, 1987; Plow et al., 1987; Liu
et al., 1994; Haubner et al., 1996). Likewise, three-dimen-
sional peptide conformations have similar effects; for
example the linear RGD sequences such as GRGDSP (SEQ
ID NO: 11) and RGDSPASSKP (SEQ ID NO: 12) bind
preferentially to a5p1, whereas their cyclic counterparts
GPenGRGDSPCA (SEQ ID NO: 13) and cyclo (RGDf
(NMe)V) (SEQ ID NO: 14) are selective for av3 (Hersel
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et al., 2003). Additionally, it is also important RGD
sequence is presented in a context that can be recognized by
integrin and compatible with its binding (Bellis, 2011).

Conclusion

The transmission efficiency of SVNV by individual N.
variabilis is over 36%, underlining the importance of dis-
rupting virus-thrips interaction for effective virus control.
The analysis of transmission efficiency mediated by syn-
thetic polypeptides revealed that peptides derived from
RGD,4_5; and N,,, motifs located at viral glycoprotein had
the potential of blocking virion attachment to cellular recep-
tors and consequently decreasing virus transmission effi-
ciency.
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SEQUENCE LISTING

<160> NUMBER OF SEQ ID NOS: 14
<210>
<211>
<212>
<213>
<220>
<223>

SEQ ID NO 1

LENGTH: 13

TYPE: PRT

ORGANISM: Artificial Sequence
FEATURE :

OTHER INFORMATION: synthetic

<400> SEQUENCE: 1

Asn Ala Ser Ile Arg Gly Asp His Glu Val Ser Gln Glu

1 5 10

<210>
<211>
<212>
<213>
<220>
<223>

SEQ ID NO 2

LENGTH: 15

TYPE: PRT

ORGANISM: Artificial Sequence
FEATURE :

OTHER INFORMATION: synthetic

<400> SEQUENCE: 2

Arg Leu Thr Gly Glu Cys Asn Ile Thr Lys Val Ser Leu Thr Asn

1 5 10

<210>
<211>
<212>
<213>
<220>
<223>

SEQ ID NO 3

LENGTH: 13

TYPE: PRT

ORGANISM: Artificial Sequence
FEATURE:

OTHER INFORMATION: synthetic

<400> SEQUENCE: 3

15
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-continued

Asn Ala Ser Ile Ala Ala Ala His Glu
1 5

<210> SEQ ID NO 4

<211> LENGTH: 13

<212> TYPE: PRT

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: synthetic

<400> SEQUENCE: 4

Asn Ala Ser Ile Ala Gly Asp His Glu
1 5

<210> SEQ ID NO 5

<211> LENGTH: 13

<212> TYPE: PRT

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: synthetic

<400> SEQUENCE: 5

Asn Ala Ser Ile Arg Ala Asp His Glu
1 5

<210> SEQ ID NO 6

<211> LENGTH: 13

<212> TYPE: PRT

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: synthetic

<400> SEQUENCE: 6

Asn Ala Ser Ile Arg Gly Ala His Glu
1 5

<210> SEQ ID NO 7

<211> LENGTH: 15

<212> TYPE: PRT

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: synthetic

<400> SEQUENCE: 7

Arg Leu Thr Gly Glu Cys Ala Ile Thr
1 5

<210> SEQ ID NO 8

<211> LENGTH: 13

<212> TYPE: PRT

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: synthetic

<400> SEQUENCE: 8

Asn Ala Ser Ile Ala Ala Asp His Glu
1 5

<210> SEQ ID NO 9

<211> LENGTH: 13

<212> TYPE: PRT

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: synthetic

<400> SEQUENCE: 9

Asn Ala Ser Ile Ala Gly Ala His Glu

Val Ser Gln Glu
10

Val Ser Gln Glu
10

Val Ser Gln Glu
10

Val Ser Gln Glu
10

Lys Val Ser Leu Thr Asn
10 15

Val Ser Gln Glu
10

Val Ser Gln Glu
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-continued

28

<210> SEQ ID NO 10

<211> LENGTH: 13

<212> TYPE: PRT

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: synthetic

<400> SEQUENCE: 10

Asn Ala Ser Ile Arg Ala Ala His Glu Val Ser Gln Glu
1 5 10

<210> SEQ ID NO 11

<211> LENGTH: 6

<212> TYPE: PRT

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: synthetic

<400> SEQUENCE: 11

Gly Arg Gly Asp Ser Pro
1 5

<210> SEQ ID NO 12

<211> LENGTH: 10

<212> TYPE: PRT

<213> ORGANISM: Artificial Sequence
<220> FEATURE:

<223> OTHER INFORMATION: synthetic

<400> SEQUENCE: 12

Arg Gly Asp Ser Pro Ala Ser Ser Lys Pro
1 5 10

<210> SEQ ID NO 13

<211> LENGTH: 10

<212> TYPE: PRT

<213> ORGANISM: Artificial Sequence

<220> FEATURE:

<223> OTHER INFORMATION: synthetic

<220> FEATURE:

<221> NAME/KEY: MISC_FEATURE

<222> LOCATION: (2)..(2)

<223> OTHER INFORMATION: Xaa is penicillamine

<400> SEQUENCE: 13

Gly Xaa Gly Arg Gly Asp Ser Pro Cys Ala
1 5 10

<210> SEQ ID NO 14

<211> LENGTH: 5

<212> TYPE: PRT

<213> ORGANISM: Artificial Sequence

<220> FEATURE:

<223> OTHER INFORMATION: synthetic

<220> FEATURE:

<221> NAME/KEY: MISC_FEATURE

<222> LOCATION: (4)..(4)

<223> OTHER INFORMATION: Phe is D-phenylalanine
<220> FEATURE:

<221> NAME/KEY: MISC_FEATURE

<222> LOCATION: (5)..(5)

<223> OTHER INFORMATION: Val is N-methyl-valine

<400> SEQUENCE: 14

Arg Gly Asp Phe Val
1 5
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We claim:

1. A composition comprising;

a) at least three polypeptides comprising each of the
amino acid sequences of SEQ ID NOs: 4(NASIAGD-
HEVSQE), 5(NASIRADHEVSQE), and 6 (NASIR-
GAHEVSQE), respectively, or

b) a polypeptide comprising the amino acid sequence of

SEQ ID NO: ; (NASIAAAHEVSQE).

2. The composition of claim 1, wherein the composition
comprises SEQ ID NO: 3.

3. The composition of claim 1, wherein the composition
further comprises SEQ ID NO: 1 and SEQ ID NO: 2.

4. The composition of claim 1, wherein the composition
comprises SEQ ID NOs: 4-6.

5. A composition comprising a polynucleotide encoding
the polypeptide of claim 2 or comprising polynucleotides
encoding the polypeptides of claim 4.

6. A construct comprising the polynucleotide(s) of claim
5 operably connected to a heterologous promoter(s).

7. The construct of claim 6, wherein the promoter is
plant-specific, tissue-specific, or cell-specific.

8. The construct of claim 6, wherein the promoter is
temporal, inducible, or constitutive.

9. The construct of claim 6, wherein the construct is a
plasmid.

10. A transgenic or genetically-modified plant comprising
the construct of claim 6.

11. A non-naturally occurring plant comprising the com-
position of claim 1.

12. A cell, seed, part or progeny of the plant of claim 10
wherein the cell, seed, part or progeny comprises the con-
struct.

13. A method of inhibiting viral transmission comprising:

contacting larvae with the composition of claim 1.

14. A method of inhibiting viral transmission comprising:

administering the composition of claim 1 to a plant.

15. A method of inhibiting viral transmission comprising:

administering the plant of claim 11 to larvae.

16. The method of claim 13, wherein the larvae is thrips
larvae.
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17. The method of claim 14, wherein the viral transmis-
sion inhibited is from the larvae to the plants.

18. The thrips larvae of claim 16, wherein the thrips is
selected from the group consisting of: Ceratothripoides
claratris, T palmi, F. schultzei, F. occidentalis, F. schultzei,
FE occidentalis, F. intonsa, F. gemina, F. intonsa, T tabaci, T
palmi, Scirtothrips dorsalis, E fusca, F. bispinosa, T setosus,
F. zucchini, Microcephalothrips abdominalis, and thrips
belonging to the genera Frankliniella, Thrips, Cerato-
thripoides, Scirtothrips, Dictyothrips, Neohydatothrips, and
Taeniothrips.

19. The method of claim 13, wherein the viral transmis-
sion is via an orthotospovirus.

20. The method of claim 19, wherein the orthotospovirus
is selected from the group consisting of: tomato spotted wilt
virus (TSWV), soybean vein necrosis virus (SVNV), impa-
tiens necrotic spot virus (INSV), bean necrotic mosaic virus
(BNMV), capsicum chlorosis virus (CaCV), calla lily chlo-
rotic spot virus (CCSV), chrysanthemum stem necrosis virus
(CSNV), groundnut ringspot virus (GRSV), groundnut bud
necrosis virus (GBNV), groundnut yellow spot virus
(GYSV), iris yellow spot virus (IYSV), melon yellow spot
virus (MYSV), peanut bud necrosis virus (PBNV), peanut
chlorotic fan virus (PCFV), peanut yellow spot virus
(PYSV), tomato chlorotic spot virus (TCSV), tomato yellow
fruit ring virus (TYFRV) (=ToVV, tomato varamin virus),
tomato necrotic ringspot virus (TNRV), tomato yellow ring
virus (TYRV), tomato zonate spot virus (TZSV), water-
melon bud necrosis virus (WBNV), watermelon silver
mottle virus (WSMoV), zucchini lethal chlorosis tospovirus
(ZLCV), polygonum ringspot virus (PolRSV), hippeastrum
chlorotic ringspot virus (HCRV), melon yellow spot virus
(MYSV), pepper chlorotic spot virus (PCSV), tomato
necrotic spot associated virus (TNSaV), groundnut chlorotic
fan-spot virus (GCFSV), mulberry vein banding associated
virus (MVBaV), and chilli yellow ringspot virus
(ChiYRSV).
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