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Table 8. Cont.       

Trait Site-

year 

SNP Chr p-value Maf Allele Allelic 

Effect 

R2 

FDK FAY16 S2D_632044091 2D 5.33E-05 0.103 G/A -11.825 0.186 

FDK FAY16 S3B_817385698 3B 1.4E-05 0.060 C/A -11.661 0.178 

FDK FAY16 S3B_817395079 3B 1.58E-05 0.061 C/T -11.322 0.182 

FDK FAY16 S3B_817476155 3B 2.63E-05 0.065 A/C -10.866 0.178 

FDK FAY16 S3B_817476198 3B 6.82E-06 0.061 C/G -11.934 0.202 

FDK FAY16 S3B_817476221 3B 6.82E-06 0.061 T/C -11.934 0.203 

FDK FAY16 S4A_159918210 4A 3.39E-05 0.067 A/T -10.499 0.179 

FDK FAY16 S4A_159918229 4A 3.39E-05 0.067 C/T -10.499 0.176 

FDK FAY16 S4B_453250321 4B 2.78E-05 0.116 T/C -11.941 0.174 

FDK FAY16 S4B_542683613 4B 7.43E-05 0.419 G/A -11.237 0.177 

FDK FAY16 S4B_543903651 4B 1.64E-05 0.421 C/T -10.777 0.178 

FDK FAY16 S4B_570472978 4B 3.45E-05 0.337 C/T -10.834 0.179 

FDK FAY16 S4B_575510195 4B 3.8E-07 0.404 T/A -10.663 0.178 

FDK FAY16 S4B_577008759 4B 3.3E-07 0.415 C/T -10.663 0.184 

FDK FAY16 S4B_579987295 4B 2.7E-07 0.408 A/G -11.339 0.182 

FDK FAY16 S4B_580353549 4B 1.39E-06 0.365 C/G -11.526 0.293 

FDK FAY16 S4B_81499209 4B 2.84E-05 0.086 G/A -9.346 0.106 

FDK FAY16 S4B_82018887 4B 5.97E-05 0.086 G/C -6.660 0.293 

FDK FAY16 S4B_82773235 4B 7.08E-05 0.088 A/G -7.051 0.120 

FDK FAY16 S4B_84231602 4B 8.01E-05 0.086 G/A -6.771 0.121 

FDK FAY16 S4B_84535336 4B 8.17E-05 0.088 C/T -8.048 0.109 

FDK FAY16 S4B_84535373 4B 8.17E-05 0.088 G/T -8.376 0.110 

FDK FAY16 S4B_84943413 4B 4.83E-05 0.086 G/A -8.428 0.289 

FDK FAY16 S4B_85983933 4B 3.92E-05 0.086 G/C -7.333 0.112 

FDK FAY16 S5B_115862443 5B 2.85E-05 0.064 A/C -12.215 0.111 

FDK FAY16 S6A_21523672 6A 3.54E-05 0.039 G/A -17.558 0.352 

FDK FAY16 S6D_428745237 6D 5.03E-05 0.091 G/A -8.540 0.139 
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Table 8. Cont.       

Trait Site-

year 

SNP Chr p-value Maf Allele Allelic 

Effect 

R2 

FDK FAY16 S7A_4797458 7A 1.25E-05 0.099 A/T -12.661 0.140 

FDK FAY16 S7A_4797460 7A 1.25E-05 0.099 G/A -12.661 0.352 

FDK FAY16 S7A_4797474 7A 1.25E-05 0.099 C/T -12.661 0.120 

FDK FAY16 S7A_4797487 7A 1.25E-05 0.099 C/G -12.661 0.122 

FDK NPT16 S1B_77632553 1B 3.65E-05 0.089 C/T 1.010 0.177 

FDK NPT16 S1B_77632584 1B 3.65E-05 0.089 G/A 2.478 0.177 

FDK NPT16 S2A_460777961 2A 6.88E-06 0.089 C/A 2.478 0.185 

FDK NPT16 S2D_632044079 2D 5.15E-05 0.103 G/C 2.259 0.181 

FDK NPT16 S2D_632044087 2D 5.15E-05 0.103 A/G -5.042 0.186 

FDK NPT16 S2D_632044091 2D 5.15E-05 0.103 G/A 3.186 0.185 

FDK NPT16 S3B_817385698 3B 1.44E-05 0.060 C/A -0.570 0.175 

FDK NPT16 S3B_817395079 3B 1.61E-05 0.061 C/T 2.522 0.181 

FDK NPT16 S3B_817476155 3B 2.66E-05 0.065 A/C 2.522 0.201 

FDK NPT16 S3B_817476198 3B 6.95E-06 0.061 C/G 1.152 0.200 

FDK NPT16 S3B_817476221 3B 6.95E-06 0.061 T/C 2.616 0.201 

FDK NPT16 S4A_159918210 4A 3.44E-05 0.067 A/T 2.616 0.178 

FDK NPT16 S4A_159918229 4A 3.44E-05 0.067 C/T -4.960 0.175 

FDK NPT16 S4B_453250321 4B 3.27E-05 0.116 T/C -4.960 0.173 

FDK NPT16 S4B_542683613 4B 7.5E-05 0.419 G/A 0.197 0.176 

FDK NPT16 S4B_543903651 4B 1.7E-05 0.421 C/T 3.078 0.177 

FDK NPT16 S4B_570472978 4B 3.25E-05 0.337 C/T 0.928 0.180 

FDK NPT16 S4B_575510195 4B 3.9E-07 0.404 T/A 3.307 0.178 

FDK NPT16 S4B_577008759 4B 3.4E-07 0.415 C/T 3.138 0.182 

FDK NPT16 S4B_579987295 4B 2.9E-07 0.408 A/G 3.138 0.184 

FDK NPT16 S4B_580353549 4B 1.42E-06 0.365 C/G 3.138 0.293 

FDK NPT16 S4B_81499209 4B 2.81E-05 0.086 G/A -0.788 0.291 

FDK NPT16 S4B_82018887 4B 5.87E-05 0.086 G/C -0.897 0.284 
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Table 8. Cont.       

Trait Site-

year 

SNP Chr p-value Maf Allele Allelic 

Effect 

R2 

FDK NPT16 S4B_82773235 4B 6.94E-05 0.088 A/G 0.061 0.120 

FDK NPT16 S4B_84231602 4B 7.86E-05 0.086 G/A 1.005 0.121 

FDK NPT16 S4B_84535336 4B 8.1E-05 0.088 C/T 1.005 0.110 

FDK NPT16 S4B_84535373 4B 8.1E-05 0.088 G/T 1.005 0.119 

FDK NPT16 S4B_84943413 4B 4.73E-05 0.086 G/A -1.940 0.289 

FDK NPT16 S4B_85983933 4B 3.85E-05 0.086 G/C 1.005 0.112 

FDK NPT16 S5B_115862443 5B 2.13E-05 0.064 A/C 2.438 0.106 

FDK NPT16 S6A_21523672 6A 3.29E-05 0.039 G/A 2.558 0.352 

FDK NPT16 S6D_428745237 6D 5.94E-05 0.091 G/A 0.054 0.140 

FDK NPT16 S7A_4797458 7A 1.28E-05 0.099 A/T -1.066 0.140 

FDK NPT16 S7A_4797460 7A 1.28E-05 0.099 G/A 2.680 0.118 

FDK NPT16 S7A_4797474 7A 1.28E-05 0.099 C/T -0.517 0.130 

FDK NPT16 S7A_4797487 7A 1.28E-05 0.099 C/G -1.286 0.145 

FDK NPT17 S4B_577008759 4B 3.15E-05 0.415 C/T -7.310 0.184 

FDK NPT17 S4B_579987295 4B 8.12E-05 0.408 A/G -6.931 0.182 

DON FAY17 S6B_346973693 6B 2.95E-05 0.077 G/A -0.109 0.352 

DON FAY17 S6B_346973713 6B 2.95E-05 0.077 A/C -0.109 0.094 

DON NPT17 S6B_346973693 6B 8.69E-05 0.077 G/A -1.794 0.352 

DON NPT17 S6B_346973713 6B 8.69E-05 0.077 A/C -1.794 0.365 
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Figure 1. Population structure of 360 winter wheat breeding lines using 71,428 single-nucleotide 

polymorphisms. Colors represent the origin of the breeding lines. AR, University of Arkansas 

bred; ARLA, University of Arkansas and Louisiana State University backgrounds; GA, 

University of Georgia bred; GANC, University of Georgia and North Carolina State University 

backgrounds; LA, Louisiana State University bred; NC, North Carolina State University bred. 
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Figure 2. Manhattan plots for four phenotypic traits associated with Fusarium head blight 

resistance: (a) Incidence, (b) Severity, (c) Fusarium damaged kernels (FDK), and (d) 

Deoxynivalenol (DON) accumulation. The x-axis represents the 21 wheat chromosomes. The y-

axis represents the p-value of the marker–trait association on a −log10 scale. The horizontal line 

represents the threshold for declaring a marker as significant (p-value < 0.0001). 
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Figure 2. (Cont.) Manhattan plots for four phenotypic traits associated with Fusarium head 

blight resistance: (a) Incidence, (b) Severity, (c) Fusarium damaged kernels (FDK), and (d) 

Deoxynivalenol (DON) accumulation. The x-axis represents the 21 wheat chromosomes. The y-

axis represents the p-value of the marker–trait association on a −log10 scale. The horizontal line 

represents the threshold for declaring a marker as significant (p-value < 0.0001). 
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Figure 2. (Cont.) Manhattan plots for four phenotypic traits associated with Fusarium head 

blight resistance: (a) Incidence, (b) Severity, (c) Fusarium damaged kernels (FDK), and (d) 

Deoxynivalenol (DON) accumulation. The x-axis represents the 21 wheat chromosomes. The y-

axis represents the p-value of the marker–trait association on a −log10 scale. The horizontal line 

represents the threshold for declaring a marker as significant (p-value < 0.0001). 
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Figure 2. (Cont.) Manhattan plots for four phenotypic traits associated with Fusarium head 

blight resistance: (a) Incidence, (b) Severity, (c) Fusarium damaged kernels (FDK), and (d) 

Deoxynivalenol (DON) accumulation. The x-axis represents the 21 wheat chromosomes. The y-

axis represents the p-value of the marker–trait association on a −log10 scale. The horizontal line 

represents the threshold for declaring a marker as significant (p-value < 0.0001). 
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Figure 3. A simple T-test comparison of mean of (A) incidence, (B) severity, (C) and 

deoxynivalenol (DON) accumulation for different haplotypes within the association mapping 

panel (AMP). T-test does not account for relatedness or population structure within the panel. 

The haplotypes are present at different frequencies. The haplotype combinations represent the 

three most significant SNPs (beginning with the most significant SNP in order from left to right) 

associated with that trait. A plus (+) symbol represents the favorable allele while a minus (-) 

symbol represents the unfavorable allele for that SNP. 
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Figure 3. (Cont.) A simple T-test comparison of mean of (A) incidence, (B) severity, (C) and 

deoxynivalenol (DON) accumulation for different haplotypes within the association mapping 

panel (AMP). T-test does not account for relatedness or population structure within the panel. 

The haplotypes are present at different frequencies. The haplotype combinations represent the 

three most significant SNPs (beginning with the most significant SNP in order from left to right) 

associated with that trait. A plus (+) symbol represents the favorable allele while a minus (-) 

symbol represents the unfavorable allele for that SNP. 
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Figure 3. (Cont.) A simple T-test comparison of mean of (A) incidence, (B) severity, (C) and 

deoxynivalenol (DON) accumulation for different haplotypes within the association mapping 

panel (AMP). T-test does not account for relatedness or population structure within the panel. 

The haplotypes are present at different frequencies. The haplotype combinations represent the 

three most significant SNPs (beginning with the most significant SNP in order from left to right) 

associated with that trait. A plus (+) symbol represents the favorable allele while a minus (-) 

symbol represents the unfavorable allele for that SNP. 
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Appendix 360 Soft red winter wheat lines included in the AMP. 

Entry Variety Pedigree 

ABB001 AR06004-5-1 AR01135/TERRAL TV8558 

ABB002 AR06016-9-4 AR800-1-3-1/BESS 

ABB003 AR06025-4-1 AR910-9-1/AR930035-4-1 

ABB004 AR06025-8-2 AR910-9-1/AR930035-4-1 

ABB005 AR06031-14-2 AR96077-7-2/AR01135 

ABB006 AR06037-10-3 AR96077-7-2/VA00W526 

ABB007 AR06048-16-2 CAYUGA/COKER 9553 

ABB008 AR06049-10-4 COKER 9553/AR930035-4-1 

ABB009 AR06050-12-1 COKER 9553/AR98084-4-1 

ABB010 AR06075-13-1 UGA951216-2E26/AR02066 

ABB011 AR06004-4-1 AR01135/TERRAL TV8558 

ABB012 AR06004-13-4 AR01135/TERRAL TV8558 

ABB013 AR06009-7-1 AR02136/AR930035-4-1 

ABB014 AR06009-9-2 AR02136/AR930035-4-1 

ABB015 AR06017-1-3 AR800-1-3-1/COKER 9663 

ABB016 AR06021-8-4 AR800-1-3-1/VA00W-526 

ABB017 AR06024-16-3 AR800-1-3-1/VA01W-476 

ABB018 AR06029-4-1 AR96052-4-2/P98154A1-10-4-5-3 

ABB019 AR06031-6-4 AR96077-7-2/AR01135 

ABB020 AR06031-7-4 AR96077-7-2/AR01135 

ABB021 AR06031-11-2 AR96077-7-2/AR01135 

ABB022 AR06037-17-2 AR96077-7-2/VA00W526 

ABB023 AR06040-3-4 AR97124-4-1/AR930035-4-1 

ABB024 AR06042-4-4 AR97124-4-1/PAT 

ABB025 AR06042-9-3 AR97124-4-1/PAT 

ABB026 AR06045-3-1 BESS/AR97124-4-1 

ABB027 AR06045-11-4 BESS/AR97124-4-1 

ABB028 AR06046-10-3 BESS/PAT 

ABB029 AR06050-5-1 COKER 9553/AR98084-4-1 

ABB030 AR06050-6-2 COKER 9553/AR98084-4-1 

ABB031 AR06050-7-2 COKER 9553/AR98084-4-1 

ABB032 AR06061-8-1 P961341A3-1-2/VA01W-476 

ABB033 AR06066-1-4 PAT/UGA971127-14-6-6 

ABB034 AR06066-3-2 PAT/UGA971127-14-6-6 

ABB035 AR06066-3-4 PAT/UGA971127-14-6-6 

ABB036 AR06069-9-1 PIONEER 25W60/AR96077-7-2 

ABB037 AR06072-11-1 TERRAL TV8558/VAN98W-342 

ABB038 AR06080-3-4 UGA971127-14-6-6/BESS 

ABB039 AR06081-11-1 VA00W-526/AR800-1-3-1 

ABB040 AR06084-10-1 VA00W-526/PIONEER 25W33 

ABB041 AR06004-4-2 AR01135/TERRAL TV8558 
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Appendix Cont.  
Entry Variety Pedigree 

ABB042 AR06004-6-1 AR01135/TERRAL TV8558 

ABB043 AR06004-11-1 AR01135/TERRAL TV8558 

ABB044 AR06004-12-1 AR01135/TERRAL TV8558 

ABB045 AR06009-3-4 AR02136/AR930035-4-1 

ABB046 AR06009-6-1 AR02136/AR930035-4-1 

ABB047 AR06009-7-4 AR02136/AR930035-4-1 

ABB048 AR06009-8-2 AR02136/AR930035-4-1 

ABB049 AR06009-10-2 AR02136/AR930035-4-1 

ABB050 AR06015-1-2 AR800-1-3-1/AR02066 

ABB051 AR06015-3-4 AR800-1-3-1/AR02066 

ABB052 AR06017-6-2 AR800-1-3-1/COKER 9663 

ABB053 AR06025-4-4 AR910-9-1/AR930035-4-1 

ABB054 AR06025-5-4 AR910-9-1/AR930035-4-1 

ABB055 AR06028-11-3 AR96052-4-2/P961341A3-1-2 

ABB056 AR06029-9-2 AR96052-4-2/P98154A1-10-4-5-3 

ABB057 AR06031-8-2 AR96077-7-2/AR01135 

ABB058 AR06031-8-3 AR96077-7-2/AR01135 

ABB059 AR06031-17-2 AR96077-7-2/AR01135 

ABB060 AR06045-10-4 BESS/AR97124-4-1 

ABB061 AR06045-14-1 BESS/AR97124-4-1 

ABB062 AR06049-1-3 COKER 9553/AR930035-4-1 

ABB063 AR06049-2-2 COKER 9553/AR930035-4-1 

ABB064 AR06049-7-1 COKER 9553/AR930035-4-1 

ABB065 AR06049-7-2 COKER 9553/AR930035-4-1 

ABB066 AR06050-1-2 COKER 9553/AR98084-4-1 

ABB067 AR06050-12-4 COKER 9553/AR98084-4-1 

ABB068 AR06061-11-1 P961341A3-1-2/VA01W-476 

ABB069 AR06066-2-3 PAT/UGA971127-14-6-6 

ABB070 AR06066-4-3 PAT/UGA971127-14-6-6 

ABB071 AR06066-5-4 PAT/UGA971127-14-6-6 

ABB072 AR06066-6-4 PAT/UGA971127-14-6-6 

ABB073 AR06068-5-1 PIONEER 25W60/AR930035-4-1 

ABB074 AR06068-5-2 PIONEER 25W60/AR930035-4-1 

ABB075 AR06069-2-3 PIONEER 25W60/AR96077-7-2 

ABB076 AR06069-4-2 PIONEER 25W60/AR96077-7-2 

ABB077 AR06069-12-3 PIONEER 25W60/AR96077-7-2 

ABB078 AR06075-12-1 UGA951216-2E26/AR02066 

ABB079 AR06100-6-1 PIONEER26R61/AR96077-10-1 

ABB080 AR06100-6-2 PIONEER26R61/AR96077-10-1 

ABB081 AR06005-12-2 AR02066/AR839-10-1-1 

ABB082 AR06005-14-1 AR02066/AR839-10-1-1 
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ABB083 AR06006-3-3 AR02066/AR97002-2-1 

ABB084 AR06006-8-2 AR02066/AR97002-2-1 

ABB085 AR06012-6-3 AR02136/UGA951216-2E26 

ABB086 AR06012-7-2 AR02136/UGA951216-2E26 

ABB087 AR06013-4-2 AR02136/VA00W-526 

ABB088 AR06022-5-1 AR800-1-3-1/VA00W-526 

ABB089 AR06023-4-2 AR800-1-3-1/VA00W-526 

ABB090 AR06023-9-2 AR800-1-3-1/VA00W-526 

ABB091 AR06024-7-2 AR800-1-3-1/VA01W-476 

ABB092 AR06025-3-1 AR910-9-1/AR930035-4-1 

ABB093 AR06025-10-3 AR910-9-1/AR930035-4-1 

ABB094 AR06026-4-3 AR910-9-1/BESS 

ABB095 AR06027-6-4 AR96052-4-2/AR01135 

ABB096 AR06033-4-1 AR96077-7-2/AR930035-4-1 

ABB097 AR06035-2-4 AR96077-7-2/AR98084-4-1 

ABB098 AR06040-8-1 AR97124-4-1/AR930035-4-1 

ABB099 AR06042-6-4 AR97124-4-1/PAT 

ABB100 AR06042-11-4 AR97124-4-1/PAT 

ABB101 AR06045-2-4 BESS/AR97124-4-1 

ABB102 AR06045-16-4 BESS/AR97124-4-1 

ABB103 AR06046-5-2 BESS/PAT 

ABB104 AR06048-7-1 CAYUGA/COKER 9553 

ABB105 AR06049-6-3 COKER 9553/AR930035-4-1 

ABB106 AR06059-13-2 P961341A3-1-2/AR96052-4-2 

ABB107 AR06061-3-1 P961341A3-1-2/VA01W-476 

ABB108 AR06061-5-1 P961341A3-1-2/VA01W-476 

ABB109 AR06075-2-1 UGA951216-2E26/AR02066 

ABB110 AR06075-3-1 UGA951216-2E26/AR02066 

ABB111 AR06075-11-1 UGA951216-2E26/AR02066 

ABB112 AR06075-11-3 UGA951216-2E26/AR02066 

ABB113 AR06083-6-1 VA00W526/AR96077-7-2 

ABB114 AR06084-12-4 VA00W-526/PIONEER 25W33 

ABB115 AR06085-3-1 VAFE24-4-6/AR01135 

ABB116 AR06085-5-2 VAFE24-4-6/AR01135 

ABB117 AR06098-8-1 LA95181BUB40-1/VA02W-713 

ABB118 AR06099-8-1 LA98113DWF/LA96140BUA70-2 

ABB119 AR06099-10-2 LA98113DWF/LA96140BUA70-2 

ABB120 AR06100-3-4 PIONEER26R61/AR96077-10-1 

ABB121 GA07592-G1-3-2 051396 / 991371-6E11 

ABB122 GA07192-1-16-4 D 00*6874-9 / SS 8641 // 991336-6E9 

ABB123 GA06489-12-6-1 Panola / SS 8641  



64 

 

Appendix Cont.  

Entry Variety Pedigree 

ABB124 GA06489-12-6-2 Panola / SS 8641  

ABB125 GA071703-15-5-4 991371 / 06069 

ABB126 GA071260-24-5-3 991371 / 01170 // 991336 

ABB127 GA101678-G1-G3-I1 AGS2000*3/ EL SYNTH #1-2// AGS 2020/3/ HAAS 

797/ 3* AGS2020 

ABB128 GA10041-G1-G1-G1-

I2 

AGS2020*2/021715//HAAS 797/2*AGS2020/3/AGS 

2020 

ABB129 GA061050-6-6-4 AGS 2031/Truman//SS8641 

ABB130 GA07026-14LE4 AGS 2020*2/ USG 3555 

ABB131 GA081628-14LE6 BALDWIN*4//051666/051717 

ABB132 GA06489-14LE8 PANOLA / 96229-3A41//96229-3A41 

ABB133 GA07506-14LE16 991371-14-4-8 / VA 02W433 // SS 8641 

ABB134 GA07103-14LE17 SS 8641 / 98401-29-2-5 // Baldwin 

ABB135 GA061530-14LE21 D 00*6874 / SS 8641 

ABB136 GAJT 152-14LE37 JAMESTOWN/ AGS 2026 

ABB137 061349-13E4 SS8641*2/981622-1-4-4 

ABB138 071614-12-2-2-3 991371-6E13 *2 / AGS 2031 (Sr36) 

ABB139 071621-1-7-1-3 991371-6E11 / 051740-G1-G1-G4 

ABB140 071621-1-7-7-5 991371-6E11 / 051740-G1-G1-G4 

ABB141 LA06020E-P16 DK(Westbred W1-0814 = TV8558)/PIO26R61 

ABB142 LA05145D-16 JAMESTOWN/LA97113UC-124 

ABB143 LA05038F-P1 SS8641/P26R61 

ABB144 LA08005C-33 AGS2026/LA841 

ABB145 LA08009C-40 AGS2026/VA02W-500 

ABB146 LA08041C-P2 AR98003-7-1/LA821 

ABB147 LA08173C-6 (LA99005UC-31-3/VA05W-

500)LA07133,F1/LA07039,F1(AGS2026/LA99005UC

-31-3) 

ABB148 LA08184C-14 (NC03-5921/SS8641)LA07142,F1/LA841 

ABB149 LA08221C-37 LA841/LA07045,F1(GA9811622-1-40-1/APCB02-

8486) 

ABB150 LA08254C-9 LA99005UC-31-3/LA07124,F1(LA98094BUB-58-

5/VA03W-211) 

ABB151 LA09062UB-48 LA01029D-139-3-C / AGS2026 

ABB152 LA09080C-P5 LA01139D-56-1 / GA 041619-1-1-2-7-2-2-11 

ABB153 LA09081C-P8 LA01139D-56-1 / GA001170-7E26 

ABB154 LA09130UB-18 LA95135 / GA 051754-G1-1-8-1- 

ABB155 LA08062C-19 GA00138-31-1-3/LA821 

ABB156 LA08080C-40 GA951298-6E44/LA07177,F1(JAMESTOWN/LA841) 

ABB157 LA08200C-6 (JAMESTOWN/LA95135)LA07178,F1/GA9811622-1-

40-1 
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ABB158 LA08201C-54 (JAMESTOWN/LA95135)LA07178,F1/GA991227-

6A33 

ABB159 LA05057D-115 (LA04026)95283CA78-1-2/GA941208E35//LA841 

ABB160 LA08015C-1 AGS2060/LA07004,F1(AGS2060/LA98094BUB-58-5) 

ABB161 NC12-20850 GA951395-3E27 / NC01-27750 // USG 3555 

ABB162 NC12-20859 GA951395-3E27 / NC01-27750 // USG 3555 

ABB163 NC12-21568 IL96-6472/VA04W-561 // SS8641 

ABB164 NC12-22686 McCORMICK / SS 8641 // C 9553 

ABB165 NC12-21940 NC04-15460 / VA04W-259 

ABB166 NC12-22768 NC99BGTAG11G / C 9511 // Jamestown (Pm37) 

ABB167 NC12-22844 NC-Neuse / C 9511 // NC02-11158 

ABB168 NC12-22846 NC-Neuse / C 9511 // NC02-11158 

ABB169 NC12-21164 NC-Neuse / C 9511 // NC02-11158 

ABB170 NC10014-1 NC06-19896 / NC08-140 (Bdv2) 

ABB171 NC10034-11 NC-Yadkin / Shirley 

ABB172 NC10080-10 GA05052-G1-21 / Jamestown 

ABB173 NC10157-2 GA051714-G112 / NC-Yadkin 

ABB174 NB26 NC-Neuse / Bess 

ABB175 NC10-24889 C9184 / NC00-14622 // C9553 

ABB176 NC11-22233 C9511 /  / NC96BGTD3 / NC-NEUSE 

ABB177 NC11-20725 NC99BGTAG11G / AGS 2010 /  / NC01-27764 

ABB178 NC11-21960 NC-NEUSE / AGS 2010 /  / C9553 

ABB179 NC9485-14 VA05-510 / Bess 

ABB180 NC8401-5 NC03-11465 / VA04W-264 

ABB181 AR07016-2-1 AR97044-10-1/Magnolia 

ABB182 AR07020-14-3 AR97044-10-2/AR99097W-11-2 

ABB183 AR07022-10-1 AR97044-10-2/GA96693-4E16          

ABB184 AR07023-1-1 AR97044-10-2/GA96693-4E-16 

ABB185 AR07027-1-1 AR97124-4-2/AR96052-4-3 

ABB186 AR07031-7-4 AR97124-4-2/AR99110W-12-1 

ABB187 AR07034-5-4 AR97124-4-3/TERRAL LA482  

ABB188 AR07035-17-4 AR97139-11-2/Magnolia 

ABB189 AR07037-11-1 AR97139-11-2/TERRAL LA482 

ABB190 AR07039-3-1 AR98001-5-1/AR96077-7-2 

ABB191 AR07047-13-2 98023-5-1/98068-4-1 

ABB192 AR07066-8-4 99110W-12-1/AGS 2000     2x 

ABB193 AR07068-10-4 99110W-12-1/DK 9577 

ABB194 AR07076-20-1 99122W-5-1/LA978UC-36-1-1-B 

ABB195 AR07078-10-4 AGS2000/DK9577       2x 

ABB196 AR07090-1-4 DK9577/97044-10-1 

ABB197 AR07114-3-4 GA96693-4E16/LA978UC-36-1-1-B 2x 
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ABB198 AR07116-20-1 GA96693-4E-16/DK9577 

ABB199 AR07117-12-1 GA96693-4E16/PAT 

ABB200 AR07119-1-4 LA978UC-36-1-1-B/98001-5-1      2x 

ABB201 AR07121-16-4 LA978UC-36-1-1-B/99012W-1-3 

ABB202 AR07122-1-4 LA978UC-36-1-1-B/DK9577 

ABB203 AR07122-16-1 LA978UC-36-1-1-B/DK9577 

ABB204 AR07124-1-4 Magnolia/97124-4-3    2x 

ABB205 AR07154-16-3 TERRAL LA482/DK9577 

ABB206 AR07155-16-2 TERRAL LA482/MAGNOLIA 

ABB207 AR07155-7-1 TERRAL LA482/MAGNOLIA 

ABB208 ARLA05001F-16-1 COKER 9553/LA841 

ABB209 ARLA05009F-1-4 DK 9577/LA841 

ABB210 ARLA05104F-18-1 LA96408D-89-3-2-B/NC03-5921 

ABB211 ARLA05111F-7-1 LA97113UC-124-3-B/SS8641 

ABB212 ARLA06016E-3-2 DKGR9108/LA95135 

ABB213 ARLA06027E-3-1 AGS2010/AGS2060 

ABB214 ARLA06030E-19-4 AGS2010/LA95135 

ABB215 ARLA06040E-13-4 GA951216-2E26/LA841 

ABB216 ARLA07053C-14-4 GA98244-1-14-5-4/MAGNOLIA 

ABB217 ARLA07058C-4-4 GA98401-44-1-6/PIO/26R61 

ABB218 ARLA07072C-13-4 LA06018,F1/LA841 

ABB219 ARLA07080C-3-4 LA06090,F1/AR98003-7-1 

ABB220 ARLA07084C-10-1 LA06101,F1/LA99005UC-31-3-C 

ABB221 AR07025-2-1 AR97044-10-2/LA978UC-36-1-1-B 

ABB222 AR07035-7-1 AR97139-11-2/Magnolia 

ABB223 AR07039-1-4 AR98001-5-1/AR96077-7-2 

ABB224 AR07049-2-1 98023-5-1/DK 9577 

ABB225 AR07067-1-4 UNKNOWN 

ABB226 AR07078-7-4 AGS2000/DK9577       2x 

ABB227 AR07079-1-4 UNKNOWN 

ABB228 AR07114-20-3 GA96693-4E16/LA978UC-36-1-1-B 2x 

ABB229 AR07115-13-4 UNKNOWN 

ABB230 AR07116-11-4 GA96693-4E-16/DK9577 

ABB231 AR07116-1-3 GA96693-4E-16/DK9577 

ABB232 AR07116-8-4 GA96693-4E-16/DK9577 

ABB233 AR07117-1-4 GA96693-4E16/PAT 

ABB234 AR07117-2-1 GA96693-4E16/PAT 

ABB235 AR07117-5-4 GA96693-4E16/PAT 

ABB236 AR07119-9-1 LA978UC-36-1-1-B/98001-5-1      2x 

ABB237 AR07122-14-4 LA978UC-36-1-1-B/DK9577 

ABB238 AR07122-17-1 LA978UC-36-1-1-B/DK9577 
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ABB239 AR07122-9-1 LA978UC-36-1-1-B/DK9577 

ABB240 AR07130-16-1 UNKNOWN 

ABB241 AR07139-11-1 PAT/LA978UC-36-1-1-B          2X 

ABB242 AR07140-11-1 UNKNOWN 

ABB243 AR07140-1-4 UNKNOWN 

ABB244 AR07157-10-1 UNKNOWN 

ABB245 AR07158-1-4 TERRAL TV8558/98001-5-1 

ABB246 AR07158-19-1 TERRAL TV8558/98001-5-1 

ABB247 ARLA05001F-17-1 COKER 9553/LA841 

ABB248 ARLA05001F-2-1 COKER 9553/LA841 

ABB249 ARLA05001F-7-1 COKER 9553/LA841 

ABB250 ARLA05009F-19-1 DK 9577/LA841 

ABB251 ARLA05009F-4-1 DK 9577/LA841 

ABB252 ARLA05111F-11-4 LA97113UC-124-3-B/SS8641 

ABB253 ARLA05111F-4-1 LA97113UC-124-3-B/SS8641 

ABB254 ARLA06007E-12-1 APCK B02-8443/LA95135 

ABB255 ARLA06030E-3-4 AGS2010/LA95135 

ABB256 ARLA06040E-5-1 GA951216-2E26/LA841 

ABB257 ARLA07040C-1-4 SS8641/APC B02-8486 

ABB258 ARLA07053C-7-1 GA98244-1-14-5-4/MAGNOLIA 

ABB259 ARLA07058C-17-4 GA98401-44-1-6/PIO/26R61 

ABB260 ARLA07072C-6-1 LA06018,F1/LA841 

ABB261 AR07006-5-4 AR96077-7-2/AR96052-4-3 

ABB262 AR07011-11-1 AR96077-10-1/TX02D5406 

ABB263 AR07037-15-4 AR97139-11-2/TERRAL LA482 

ABB264 AR07041-19-4 AR98001-5-1/AR97124-4-2 

ABB265 AR07051-14-3 98023-5-1/Magnolia         2X 

ABB266 AR07053-13-1 98068-4-1/97124-4-2 

ABB267 AR07061-4-1 99097W-11-2/ORHO10920 

ABB268 AR07073-18-4 99122W-5-1/98001-5-1 

ABB269 AR07080-7-1 AGS 2000/DK GR9108 

ABB270 AR07091-15-4 DK9577/98068-4-1 

ABB271 AR07092-20-1 DK9577/99122W-5-1 

ABB272 AR07108-6-1 FFR8302/BESS 

ABB273 AR07110-14-4 GA96693-4E16/96052-4-3 

ABB274 AR07128-4-1 UNKNOWN 

ABB275 AR07138-2-1 PAT/DK GR9108 

ABB276 AR07152-1-1 TERRAL LA482/98023-5-1 

ABB277 ARLA05027F-20-1 GA951395-3E27/PIO26R61 

ABB278 ARLA05038F-2-1 SS8641/P26R61 
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ABB279 ARLA05066F-4-3 (LA04059)LA98007BUB-37-4-

C/AWD00*6832,F1//LA841 

ABB280 ARLA05066F-7-1 (LA04059)LA98007BUB-37-4-

C/AWD00*6832,F1//LA841 

ABB281 ARLA05104F-14-3 LA96408D-89-3-2-B/NC03-5921 

ABB282 ARLA06053E-20-1 SS8641/PIO26R61 

ABB283 ARLA06064E-1-1 LA95135/AGS2060 

ABB284 ARLA06096E-1-1 LA97113UC-124-3/GA951216-2E26 

ABB285 ARLA06102E-13-4 LA98094BUB-58-5-B/LA99003UC-59-3 

ABB286 ARLA06117E-5-1 LA99042E-62/LA841 

ABB287 ARLA06128E-6-4 NC02-4518/AGS2060 

ABB288 ARLA07019C-20-4 AR98003-7-1/AGS2060 

ABB289 ARLA07023C-18-1 AR98003-7-1/MAGNOLIA 

ABB290 ARLA07025C-3-1 ARGE97-1060-5-5/LA01096D-98(ND2928/LA841) 

ABB291 ARLA07048C-11-1 GA9811622-1-40-1/LA98205D-17-2-4 

ABB292 ARLA07056C-10-1 GA98401-44-1-6/AGS2060 

ABB293 ARLA07095C-17-1 LA06112,F1/VA02W-713 

ABB294 ARLA07097C-5-1 LA06113,F1/AR98003-7-1 

ABB295 ARLA07102C-2-4 LA06146,F1/LA841 

ABB296 ARLA07128C-1-3 LA98205D-17-2-4/LA01110D-88 

ABB297 ARLA07128C-17-1 LA98205D-17-2-4/LA01110D-88 

ABB298 ARLA07133C-19-4 LA99005UC-31-3/VA05W-500 

ABB299 ARLA07133C-2-4 LA99005UC-31-3/VA05W-500 

ABB300 ARLA07133C-3-4 LA99005UC-31-3/VA05W-500 

ABB301 GA07323-19-4-4 991371 / AGS 2020 

ABB302 GA081018-3-1 011177-9-4-5 / AGS 2035 

ABB303 GA081104-24-1 991371-6E13 / 011177-9-4 

ABB304 GA081625-4-6-8 061654-G7(BDV3) / 07393-G5-G3(IN97219) 

ABB305 GA081176-24-6 Baldwin / 00219-7-4-8 

ABB306 GA071468-1-3 Jamestown / 991371-6E12 

ABB307 GA071092-B-5-3 USG 3120 *2 / Jamestown 

ABB308 GA071171-6-3-2 Jamestown / 991371-6E12 

ABB309 GA08028-21-5 02197-4-8 / AGS 2035 

ABB310 GA081018-15-4 011177-9-4 / AGS 2035 

ABB311 GA081305-22-12 02207-18-9 / 01129-1-3 

ABB312 GA081627-5-1 991227-6A33 /4/ 00440 *2 // 03144(IN97219) / 97186 

/3/ 2* 051396 

ABB313 GA081067-24-5 02148-46-6 / 011177-9-4 

ABB314 GA05450-28-8 96229-3E39 / C 9553 

ABB315 GA061157-5-3 AGS 2020 *2 / 96229-3E39 

ABB316 GA10365-G1-G1-G1-2 071728 /3/ 07498 // AGS 2000 *3 / EL SYN #1-2 
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ABB317 GA08250-15-1 Jamestown / 991336-6E9 

ABB318 GANC 10014-38  NC 06-19896 / NC 08-140 

ABB319 GANC9337-25 Jamestown / SS 8641   

ABB320 GA081248-1-2 031238-7E34 / AGS 2020 

ABB321 LA05038F-P1 SS8641/P26R61 

ABB322 LA05102C-8-8 . 

ABB323 LA08090C-26-3 GA991336-6E9/AGS 2060 

ABB324 LA08172D-2 (LA95135/GA011341-

1LA07121)F1/LA07047,F1(GA9811622-1-40-

1/LA95135) 

ABB325 LA08249D-24 LA821-B/LA07174,F1(JAMESTOWN/AGS2026) 

ABB326 LA08249D-29 LA821-B/LA07174,F1(JAMESTOWN/AGS2026) 

ABB327 LA09021UB-6-3 CROPLAN 8302 / LA482 

ABB328 LA09061UB-25-3 LA01*425 / LA95135 

ABB329 LA09072UC-22 LA01034D-235-1-C /BALDWIN 

ABB330 LA09082C-17 LA01139D-56-1 / GA081057,F1(LA821/MO050146) 

ABB331 LA09135C-36 LA95135 / LA01172D-27-5-4 

ABB332 LA09159C-7 NC05-21642 / LA01172D-27-5-4 

ABB333 LA09163C-12 NC06-27 / LA01172D-27-5-4 

ABB334 LA09164C-52 NC06-27 / LA08035,F1(AR98003-7-1/LA01164D-94-

2) 

ABB335 LA09164C-P4 NC06-27 / LA08035,F1(AR98003-7-1/LA01164D-94-

2) 

ABB336 LA09172C-10 P04287A1-10 / LA482 

ABB337 LA09208C-5 ARS03-5358 / LA01029D-139-3 

ABB338 LA09225C-33 LA01139D-56-1 / GA001492-7E9 

ABB339 LA11154S-P1 LA04041D-10 / VA08W-176 

ABB340 LANC9337-60 Jamestown / SS8641 

ABB341 NC13-20227 NC06BGTAG12 / USG3209/ / Jamestown 

ABB342 NC13-22726 BESS / SS 8641 / / NC-NEUSE 

ABB343 NC13-22591 C 9553 / VA02W-513/ / AGS 2035 

ABB344 NC13-20737 Jamestown / /NC-Neuse / NC03-11158 

ABB345 NC13-22114 Jamestown / /USG 3555 / NC03-11158 

ABB346 NC13-20698 Jamestown //NC03-11158 / SS 8641 

ABB347 NC09-22206-3 NC00-16203 // P26R24 / NC96-13965 

ABB348 NC13-22349 NC03-11457 / SS 8641/ / McCORMICK Fhb1 and 5A 

ABB349 NC13-21682 NC04-15533 / VA05W-500 // VA05W-108 

ABB350 NC10014-52 NC06-19896 / NC08-140 Bdv2 

ABB351 NC13-21261 NC-NEUSE / Jamestown 

ABB352 NC9356-23 NC-Yadkin / Oakes 

ABB353 NC10034-13 NC-Yadkin / Shirley 
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Appendix Cont.  

Entry Variety Pedigree 

ABB354 NC10034-47 NC-Yadkin / Shirley 

ABB355 NC13-21213 Oglethorpe / Jamestown 

ABB356 NC13-21217 Oglethorpe / Jamestown 

ABB357 NC11-5-16-21 USG3209 // GA081631-G2-G10 / NC06-27-11 /3/ 

USG3209 (Lr34, 46, Sr2) 

ABB358 NC13-21445 VA04W-259 / Jamestown 

ABB359 SS8641 Check 

ABB360 Branson Check 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 


